Additional file 1

a NaNEC5b gRNA20 gRNA21 !
WT TTTTGGGCTATAAGAGGAGETGGAGGCAA // TTCTTGCATGGAAAATCARATTGGC

Total Indel % (Total Large Deletion %) 10.1 (8.7)

TTTTGGGCTATAAGAGGAGG /1 AAATTGGC 5.1
Replicate| TTTTGGGCTATAAGAGGAGG AATTGGC 2.9
TTTTGGGCTATAAGAGGA - - AATTGGC 0.3
Total Indel % (Total Large Deletion %) 5.6 (5.1)
Replicate [ TTTTGGGCTATAAGAGGAGG /1 AAATTGGC 26
2 TTTTGGGCTATAAGAGGAGG AATTGGC 1.9
Total Indel % (Total Large Deletion %) 6.9 (6.2)
Replicate | TTTTGGGCTATAAGAGGAGG /1 AATTGGC 2.7
3 [TTTTGGGQIAIAAGAGGAGQ AAATTGGC 25

b NaNEC3a gRNA4 gRNA5 '

WT AATAGTTGAAGATACAATGAGGATGGCAG // TCTIGCAAGATCTGGAGAAGTTGGT
Total Indel % (Total Large Deletion %) 6.9 (5.9)

AATAGTTGAAGATACAATGA /1 AGTTGGT 45
Replicate| AATAGTTGAAGATACAATGA TAGTTGGT 0.5
! AATAGTTGAAGATACAATGA AAGTTGGT 0.5
Total Indel % (Total Large Deletion %) 5.5 (4.3)
Replicate[ AATAGTTGAAGATACAATGA /1 AGTTGGT 3.8
2 | AATAGTTGAAGATACAATGA AAGTTGGT 0.3
Total Indel % (Total Large Deletion %) 6.9 (6.1)
AATAGTTGAAGATACAATGA /1 AGTTGGT 5.3
Replicate| AATAGTTGAAGATACAAT - - AGTTGGT 0.2
3 AATAGTTGAAGATACAATGA CAGTTGGT 0.2

c NaAOC gRNA4 Y gRNA2 i

WT TACGAGCTCAATGAACGTGACCGTGGTAG // CCAAAAGACTGTCAATTECCTTGGA
Total Indel % (Total Large Deletion %) 14.8 (13.7)

Replicate [ TACGAGCTCAATGAACGTGA /I CCTTGGA 12.8
1 TACGAGCTCAATGAACGTG - CCTTGGA 0.5
Total Indel % (Total Large Deletion %) 18.5 (16.8)
Replicate [ TACGAGCTCAATGAACGTGA /I CCTTGGA 16.3
2 TACGAGCTCAATGAACGTG - CCTTGGA 0.4

d NaMYC2 gRNA2  } gRNA3 i

WT TTGTATTCCTTCAGCAAACGGCGTGGTTG // AGAGTTCTGATCTCATGAACAAGGT
Total Indel % (Total Large Deletion %) 6.4 (5.6)

. TTGTATTCCTTCAGCAAAC - /1 ACAAGGT 2.2
Repz'cate TTGTATTCCTTCAGCAAACG ACAAGGT 2
Total Indel % (Total Large Deletion %) 2(1.7)
Replicate TTGTATTCCTTCAGCAAACG /] ACAAGGT 1
2 TTGTATTCCTTCAGCAAAC - ACAAGGT 0.1
Total Indel % (Total Large Deletion %) 18.6 (16)
) TTGTATTICCTTCAGCAAACG /] ACAAGGT 4
RePICRIe | TTGTATTCCTTCAGCAAAC - ACAAGGT 35
TTGTATTICCTTCAGCAAACG AACAAGGT 2.6
Total Indel % (Total Large Deletion %) 8.7 (7.3)
) TTGTATTICCTTCAGCAAACG /] ACAAGGT 24
RePIC® | TTGTATTCCTTCAGCARACG AACAAGGT 1.1
TTGTATTCCTTCAGCAAAC - ACAAGGT 1
Total Indel % (Total Large Deletion %) 10.6 (9.4)
TTGTATTCCTTCAGCAAACG /1 ACAAGGT 2.6
Replicate | TTGTATTCCTTCAGCAAAC - ACAAGGT 1.3
5 TTGTATTCCTTCAGCA- - - - ACAAGGT 0.8

e NaNEC1c gRNA2 gRNA1 }

WT CTAGGATCAAAGGAAGAACCAAAAGGAAA /! AACAATGACTAAGATAATTGTGAGGC
Total Indel % (Total Large Deletion %) 5.3 (4.4)

CTAGGATCAAAGGAAGAACC /1 GTGAGGC 2.2
Rep';"ate CTAGGATCAAAGGAAGAACC TGTGAGGC 06
CTAGGATCAAAGGA - - - - - - TGTGAGGC 0.5

Total Indel % (Total Large Deletion %) 11.3 (9.6)

CTAGGATCAAAGGAAGAACC /1 GTGAGGC 7.7

Replicate | cCTAGGATCAAAGGAAGAAC - TGTGAGGC 1.3
2 CTAGGATCAAAG - - === ==~ TGTGAGGC 0.3
Total Indel % (Total Large Deletion %) 9.7 (7.2)

Replicate | CTAGGATCAAAGGAAGAACC /1 GTGAGGC 43
3 CTAGGATCAAAGGAAGAAC - TGTGAGGC 1




