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Figure S2 c9orf24, PCDP1 and LRRC46 function as markers for NPC diagnosis. A, C, and D refer
to ROC analysis results of c9orf24, PCDP1 and LRRC46 genes in the expression datasets
GSEbL3819, GSE12452, and GSE64634, respectively. The abscissa refers to specificity (%) and the
ordinate refers to sensitivity (%). The black line represents c9orf24 gene, the red line represents
PCDP1 gene, and the green line represents LRRC46 gene. The values in lower right corner are the
AUC values. B shows the ROC analysis results of these genes as combined diagnostic markers in
the expression dataset GSE53819. NPC, nasopharyngeal carcinoma; AUC, area under curve; ROC,

receiver operating characteristic.



