302 transcripts

(138 genes)

266 transcripts

397 PgERF transcripts 342 AP2/ERF TFs CDS downloaded
identified 1n this study from Ginseng Genome Database

S1 Fig. The Venn diagram of the sequence comparison between 397 PgERF transcripts identified in
this study (left) and 342 AP2/ERF TFs CDS downloaded from Ginseng Genome Database (right).



