G0 70

PgERF043 Ehw . . ceEeBEE. ... kR, .. .. BlAAYRLRGDARR. ... 58
PgERF115 BHw . . cHOEmamErhs . . RNR. .. .. HI AAYLLRGOYAN. ... 58

Pg |pgERF120 L. GRS L . QNR. ... HI BALYELRGEYAR.... 58
EgERF143 B . . CE ENR..... HI KALYELRGOEAR. ... 58
PgERF144 LW . GRSz . . . BNR. . ... HI EAYKLEGENAR. . .. S8
AT4G28140 oW . . CHOGMmERY . . . . RSR. .. .. QLFRLEGHSAT. ... 58

I AT2G20880 LW . . CHOGMTERY . . . BNR. . ... ELFKLEGETAR. ... 58
AT1G36060 B . . CEOuamErds . . . RNR. . ... ALFKLRGOSAR. ... S8
AT2G22200 B . . CEOtamEds . . ENR. .. .. ALFQLRGOIAR. ... S8

At |aTEE65130 oW . . CEO ENR..... ABHEIRGONAR. ... 58
AT1G22190 BHw . . cHtmamErhs . . . RNR. . ... HI RALYELRGOFAR. .. . 58
AT1GTE2080 B . . CHOSRmE . . . BNR. . ... HI KALYELRGDEAR. ... 58
BAT4G33780 L. . CHOSEmE . . . ENR. . ... HI ALYELRGEFAR. ... 58
AT1G64380 LW . GRSz . . . QNR. .. .. ALYELRGEYAR. ... S8
AT4G13620 LW . . CHOGMam=ls . . . RNR. . ... ALYTILRGEFRH. ... 58
EgERFO&1 . . GHO ... .msR..... AVECLRGESAV. ... S8
PgERFO&T . .GEjOl, H HSR..... AVLCLRGETAV. ... S8
PgERFO73 e ER..... WRTAVEYLRGESAR. . . . S8

Pg |PgERFO&2 . .CEppSamisrls). .. NSR. .. .. ALECLRGETAR. ... 58
PgERF107 . BLLCLEGESEN. ... 58
PgERF110 ] . . GE[O, . ... NSR..... BALYCLRGETEE. ... sg
EgERF126 ] . . GE[O, FE. .. NRR..... AVYYLRGESER. ... sg
PgERF147 .. .GEN B ] ASYYIHGREGE. ... 57
II AT1G46T6S . . GEHI BE- ... -NER..... JLVEYLRGESAR. . . . sg
AT4GOGT4E e B ... NER..... AVEYLRGESER. ... 58
AT2G23340 e o ER..... AVEYLRGESER. ... S8
AT4G36900 . . CE[I, B ... NRR..... AVEYLRGESAR. ... sg
ATSG67190 . . G B - -NRR..... AVEYLRGETAR. ... 58
BAT3G50260 . . CHRNRIEEE. | . . NER. . ... AVEYLRGETAT. ... 58
AT1G21910 JALLCLRGEQAN. . .. sg

At | nT1677640 ALLCLEGERAN. ... S8
AT1G44830 ALLCLKGSSANN. . . 59
AT4G31060 ALECIRGERGV. ... sg
AT5G21960 ALYCLRGEGER. ... 58
AT1619210 ALYCLRGHHNEE. . . . S8
AT1G74930 AQECLRGGDAN. . . . 58
AT1G22810 i . . CERRSamEgs. . .. GTR. . ... JAFECLHQE.SL..ES 59
AT1G71520 . .CHNySamErE. . . . GTR. . ... JBE¥CLHRESSLODES 62
EgERFO16 JBLIATRGRSAE. ... 58
EgERF025 JBALALRGQERE. . .. 60
EgERFO75 JLLLALRGEGAS. . . . 58
EgERFO79 JALIALRGRTAC. . . . S8
PgERF093 JALSLATRGHSAY. ... S8

Pg |PgERF113 JAARTALRGRSAC. . . . S8
PgERF118 JAARLALRGSEAV. . .. 57
PgERF121 JRLLSIRGNSAI. ... 58
PgERF122 JBBMSIRGSTAL. ... 58
EgERF149 JBLLALRGSEAT. ... 57
EgERF158 JLSLTIRGNSAL. ... S8
AT1G71450 JLLFHFRGRERR. . . . 58
AT1G33760 ALLHLRGRGTN. . . . 58
III AT1G01250 JALFCLEGREAQ. . .. S8
AT2G36450 JAARLALRGSQAE. . . . 59
AT5G52020 JAALALRGEDAV. . .. 57
AT1G63040 JBLLALRGEDTL. ... 57
AT1G12630 JBLMALRGRERV. ... 57
AT5G51990 JBLLALRGRSAC. . .. sg
AT4G25490 JALLALRGRSAC. . . . sg
AT4G25470 JALLALRGRSAC. . . . sg

Ap |BTeG25480 JALLALRGRSAC. . .. sg
AT1G63030 JAVLALRGRSAC. . . . 58
AT1G12610 JAVLALRGRSAC. . . . 58
AT2G44940 . . SRIGMCTYETAEM JAALATRGTTAY. ... 58
BAT3G60490 . . SROUMACTYETREMY JBLLAIRGNSGE. ... 58
AT3G16280 LTRIGMGTEVTAOMS JBALTIRGSSAV. ... s8
AT1G77200 SRIQMGTESTEEMS BALTIKGTSAV. ... S8
AT2G35700 SRIMGTE STAEMS JLLLATRGGSAH. . . . 58
AT4G16750 SRINACTESTEEMS JLLLATRGGSRH. . . . s8
ATS5G25810 SRIMCTE ESEEMS JABLSIRGASAL. ... s8
AT5G11590 SRIACTE BT EEMS JABLSIRGTRAL. ... s8
AT2G25820 SRIQMGTE ETAEMS JAARLSIRGSSAL. ... 58
AT4G32800 . v 2 ....SRIQMCTEPTREMY JRLMSIRGTSAI. ... 58

Pg |PgERF12-3 B . . RO EEN. .. .RGH...... PMCTFESAMERE ALREMYGHSER. ... 58
EgERF154 BITH . . RO HOGRRGT...... PACTFONSEDRE ALRRLYGEDEE. ... 62
AT3G11020 BITW . . RO ....RIGT...... PACTFETAERER AATRMYGSLAR. ... S8
AT5G05410 BITH . . RO ....NRGS...... OCTFETAQERERD ALEAMYGELLR. .. . 58
AT2G38340 OCTELTARERRD ALSVMYGEYAR. ... 66

I V AT2G40350 T . ... OCTESSSYRRER ASEATYGQSAR. ... s8
At | p7oc40340 FERW . . RO ... .GGR...... OCTESSSYERR ABEATYGQSAR. .. . s8
AT1G75490 BTH . . CEO .. ..RGR...... OCTEDTSRERR AARELYGEEAH 58
ATSG18450 2T . . CEO e ..BGT...... OMCTENT SVERR ALRELYGHERR. ... 58
AT3G57600 BITH . . RO EER..... OIACSFATAERER AALELYGHDAY.... 58
AT2G40220 BiEW. . SEE B . RER..... REQECTEATAEIER BAVYLYGSRAQ. ... s8

YRG element RAYD element

S4 Fig. Comparison of the amino acid sequences of the protein AP2 domains of the DREB subfamily
between ginseng and Arabidopsis. The amino acids highlighted in black color represent the conserved
amino acid residues, with 100% similarity. Their conserved YRG and RAYD elements are indicated by
brackets.



