
 

S6 Fig. Co-expression network of the PgERF gene transcripts in 14 tissues of a 4-year-old ginseng 

plant. (A) The co-expression network constructed from 365 of the 397 PgERF transcripts at P ≤ 0.05. (B) 

17 clusters of the network. (C) Variation in number of nodes in the network of PgERF transcripts at different 

P-values. (D) Variation in number of edges in the network of PgERF transcripts at different P-values. 

 


