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Online Resource 3 Comparison of pseudo sequences for the heavy chain molecules HLA-A*01:01, SLA-1*0401, HLA-A*11:01, HPP (ha,pa,po;), and PHP
(pathaypos). Orange and purple residue numbers have an impact on binding position 9 and position 3 of the peptide, respectively. Blue residue numbers have an
impact on binding position 2 of the peptide, whereas green residue numbers have an impact on binding position 1 of the peptide. Black residues show similarities
between the different molecules, whereas red residues illustrate differences when compared to HLA-A*11:01. White residue numbers on a black background
indicate a difference in the pseudo sequence residues between SLA-1*0401 and either HLA-A*01:01 or HLA-A*11:01 or both



