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@ I Copia-like transposon (CoLT)

. . red above / blue below genome average
e | Telomeric repeats | | Centromeres Assembly gaps @ 1" GC content (5 kb non-overlapping window)

@ I tRNA genes I contigs broken at tRNA clusters

@ Transposable elements (from the outside inward): e BLASTN links (> 2 kb)

I LTR retrotransposons I DNA transposons IOthertransposons




P. sojae V3 | | B Pso0jae2019.1

NN

—— L
i b W\ \\§$\§\\\\\\
VOO

\\

o o

S 8

o

key: c23
Telomeric repeats Centromeres --- Assembly gaps GC content red above / blue below genome average

e l P D CENP-A binding (discontiguous regions) Y 9ap @ 1‘ (5 kb non-overlapping window)
@ I Copia-like transposon (CoLT) @ I tRNA genes I contigs broken at tRNA clusters
@ Transposable elements (from the outside inward): e BLASTN links (> 2 kb)

I LTR retrotransposons I DNA transposons IOthertransposons




P. sojae V3 | | B Psojae2019.1

= e ‘.0.00 c60
— = = 160 CEN5

[
R \
i np m\n W

o N
< o
o o
key: 052
e | Telomeric repeats | | Centromeres --- Assembly gaps @ 1" GC content Egdksa%\f_évtzl:;;ﬁ:?gw ﬁﬁggvrcf average
@ I Copia-like transposon (CoLT) @ I tRNA genes I contigs broken at tRNA clusters
@ Transposable elements (from the outside inward): e BLASTN links (> 2 kb)

I LTR retrotransposons I DNA transposons IOthertransposons




Y

4 ! N
\Y
2/, ' - hot \
Y 70 : il W
17 W

B
. 7 L &\\\\\\\\\\\\\ W
g v
- o
v - ) ®
S 2 c43
Key: c54
e | Telomeric repeats | | Centromeres --- Assembly gaps @ 1" GC content Egdkga%\f_évtzl:;;;:?gw ﬁﬁggvrcf average
@ I Copia-like transposon (CoLT) @ I tRNA genes I contigs broken at tRNA clusters
@ Transposable elements (from the outside inward): e BLASTN links (> 2 kb)

I LTR retrotransposons I DNA transposons IOthertransposons




P. sojae V3 | | B Psojae2019.1

key: c45
e | Telomeric repeats | | Centromeres --- Assembly gaps @ 1" GC content Egdkga%\f_évtzl:;;;:?gw ﬁﬁggvrcf average
@ | copia-iike transposon (CoLT) @ | tRNA genes |  contigs broken at tRNA clusters
@ Transposable elements (from the outside inward): e BLASTN links (> 2 kb)

I LTR retrotransposons I DNA transposons IOthertransposons




B Psojae2019.1

i \\\\\
T TR
I m’,' %’nf“hu‘m i1

-~
N .
8% 8?2
@ o © c4
key:

e | Telomeric repeats | | Centromeres --- Assembly gaps @ 1" GC content Egdkga%\f_évtzl:;;ﬁ:?gw ﬁﬁggvrcf average
@ I Copia-like transposon (CoLT) @ I tRNA genes I contigs broken at tRNA clusters
@ Transposable elements (from the outside inward): e BLASTN links (> 2 kb)

I LTR retrotransposons I DNA transposons IOthertransposons




