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M00053

M00540
M00352 M00354

M00160 M00085
Fatty acid biosynthesisV-type ATPase

Spliceosome, 
U4/U6.U5 tri-snRNP

Spliceosome, 
U2-snRNP

Pyrimidine deoxyribonuleotide
biosynthesis Benzoate degradation
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