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TTGCACTTCCTGTGGATTAGTGAACAGATCTCTTTATAGGACTACATCTGTCTCTCTCTT

Regijon 1

AGGGTAGGGCTTCCCAGGAAGGGTTAAGGCTTTTCAGGCC
CCACAATCTGTCCTACCCTAGGGGGAGGGCTGGCGGGAAAGGGTTAAAGGTTTTCTGGTC
GAAAGGGTTAAAGGTTCTCTGGTC

Kk okkkkkkkkk Kk Kk kk kk Kk

Region 2

AAAATCCTCCAACAGAAGGCAGGGTCAGCCTCGGAGCTGAAATCTAAGTGCTAATGACTG
GAAATAGCCCAACAGA---AGGGGCCCGGCCCAGAGCTGAAATCTAAGT-CTAATGACCG

AAAATAGCCCAACAGA---AGGAGCTGGGCCCAGAGCTGAAATCTAAGTGCTAATGACCG
*ok ok ok Kok ke ok ok ok ok * k ok ok kkkkkkkkkkkkkkkk kkkkkkkk K

ATGCCCTTCACCCCTCCGTCGCCTCCAAAGGCGACTGCCCTGGATGAGC-~---CGGG-~—
CTGCCCTTCACCTCGCTGCTGTCCACAGGCCGGACCTGCGGCCCGGTGGGGGCCGGGACC
TTGCCCTTCACCCTACTGCTGTCCACTGGCCGGACCTGCGGCCGGGTGGGGCCCCGGACT
% %k ok k ok ok k ok ok ok ok * ok * ok * * ok k * * ok * kk
Region 6
,uGCCGGAGAGCATTTAACATTTGAACTTCTTCACGTCTGCGAGGCAGCA
AGGACAGGACACAATGTTCTTCGTTTAACATTTGAACTTC-~--TCCTATCCGAGGCAGCA
GGGAGAGGGCACAATATTCTGCATTTAACATTTGAACTTC---TCCTATCCGAGGCAGCA

* ************ﬁ**'**4 * Kk ok kkkkkkkkkk
egion

Region 5

GGC GTTGTGCGCGGGGT—CGCTGACCCCCAGCCCCGggCCCCAGCCCCTCAGCTGCCTC

GGCCGTTTTGTCCTGGGGTCGCTGAC-~ —====CCTCGCTCCCCCATCAGCTGCCCT

GGCCGTTTTGTCCTGGGGTCGCTGAC-~ —===CCTGGCTCCCCCATCAGCTGCCCT

kkkkkkk k*k * kkk *****.ﬁ . * % * khkk Khhkkkkkkkk
egion 3

CCGGCCCTAATTGAATGACAGATGGTCAGCGGCAGCGAGAGGGCAGGAGCCGGCCCCGCG
GAAACCTTAATTGAATGACAGATGGTCATTTTCGGGGGCGCCAGAAGCTGCGCTGGCCAG
GAAACCTTAATTGAATGACAGATGGTCAT:

dok kokkkkokokkokkokokokokokokokokok ok ok

CCCCCAGCACTGCTGCCCACGCGCCCCAGGGCCGCCTCGGCCGCCCACTAAGGGACGGGG
TGG-AGGGGCTCAGGCCGAGAAGGCCTTGCTTAGGCTCTGCCTGCT——=——=—======—

ECR9 bHLH Site 4

GGCCCTAATTGAATGACAGATGGTCAGC
AACCTTAATTGAATGACAGATGGTCATT
AACCTTAATTGAATGACAGATGGTCAT-

%k kkhkkhhkkkhkkhhkkkhkkhkkhkkhkkkhkkx

ECR9 bHLH Site 3

CCGCTCCCCAGCCCCTCAGCTGCCTC
—--CCTCGCTCCCCCATCAGCTGCCCT
—-CCTGGCTCCCCCATCAGCTGCCCT

* % *

*kkk k)kkkkhkkk*k
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ECR65_human

ECR65_chick
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ECR65_human

ECR65_chick
ECR65_mouse
ECR65_human

TTTCCATGCATCAGCTGCTATTGTATGACCATACATAATTGGGTCTAAGTGCTTACATCA

GATGCCTATTATGTGAAATTAATTTTTGGAACATATGCTGTTGTATTTATACCATTGTTG

TTTCATGCTAGATTAATTCTTCAAGGGTTATAATCACATGACACTTATCATTTTAATTAT

Region 1
GCCTCTTTAGTTGCAACA’E&TGACAGCTTTTGACTTCTCACCCTCTCCTTCTGCATGTGT
TTGTATTGTGT
TTGTATTGTGT
* *kkk Kk

Region 2

GACAGATAAAATTATTAATVAAATGCTTGTTTATTATGTAGTTATGCTGTACATGTCCACA
GACCAATGAGATTATTAATAAATGCCTTTTCATTGTGTATCCAGGCTGTAGGTGCCCACG
GACCAATGAGATTATTAATAAATGCTTTTTTATTATGTAGTCATGCTGTAGGTGCCCACA
* %k %k *k Kk Khkkkkkkhkkkkhkhkkk * *kk kkk K*hkkk * Kkkkkkk *k kkk*k
Region 3/5
GGGTGTAGGTTGGCCTTGTGTATTTTACCCAGAGTACAGTGTCAGCAGAGCCTTTGTG
GGGTATGGGGCAGCCTCCTGTATTTTATTCTGGGTGCAGTGTCAGCAGGACCTTGTGGAT
GGGTATGGGCTGGCCTCATGTATTTTATTCTGGGTGCAGTGTCAGCAGGGCCTTGCGGAT

*kkkk * k% * Kk kk *hkkkhkhkkkx * k kk Khkkkkkkkkkkk * %k % *  k
Region 4
TTGCTAATGAGCTAAATCCCACTAACACCACACACACTCTAAACTGCCAAAAGCCCTTTA
TTGCTAATGAGCTAAATCCGGTTAGTGCCACACGCCCTGGATGGC--CAGAGATCTTTTA

TTGCTAATGAGCTAAATCCGGTTAGTGCCACATGCCCTGGACTGC-~-CAGAGATCTTTTA
kkkkkkkkkkkkkhkkk Kk * % kkkkk ok kK * *k K * kkkk

CACATTCAAACACATACAAAGACTCAGCTGGGTCCTTTGTATAAAAGATTAACTCTTTAT
AATACATCATTGCTCACAGAGACTCAGCTGGACTCAGGCAGAGAGAGATTAACTCCTCAT
AATACATCATTGCTCTCAGAGACTCAGCTGGGTTCAGTATGAGAGAGATTAACTTCTCAT

* x * * Kk KKKKKKKKKK KK * * kkkKkKKKK Kk KK

TCCAATTAAAGATGAGCTGGCCTGGCTTGGTCCAA
TCCAATTAGCAAAGAGTCCGACTGTTGCATGT-GGCTTGCTTCTGTAGCCCCAAACCCGG
TCCAATTAACAGAGAGTCATACTGCTGGAGAGAGGGTTGCTTATGTAGCCCCAAACCTAG

kkkk KKK * Kk *k K

ECRG65 bHLH site

TACAAAGACTCAGCTGGGTCCTT
CACAGAGACTCAGCTGGACTCAG
CTCAGAGACTCAGCTGGGTTCAG

*kk kkhkkkkhkkkkhkk*k *



