Table S1. Enrichment analysis of HR-DD targets based on Gene Ontology (GO) annotation.

Ontology ID Term p value p-adjust Count Gene IDs
CYP2D6/EGFR/HDAC5/ALDH3A1/
Response to xenobiotic
BP GO:0009410 1.83x 10" 3.42x10°® 12 GRIN1/HDAC2/DBH/HDAC9/CYP
stimulus
2B6/CYP2C9/CYP2E1/GRIN2A
CREB1/GRIN1/DBH/KIT/GRIN2A/
BP GO:0008542  Visual learning 4.80x10°  3.06 x 10 6
APP
EGFR/DPP4/KLK8/CREB1/GRIN2D
BP GO:0007610  Behavior 6.12x10°  3.06 x 10 13 /GRIN1/HDAC2/DBH/KIT/GRIN2B
/REN/GRIN2A/APP
ITonotropic glutamate GRIN2D/GRIN1/GRIN2B/GRIN2A/
BP GO:0035235 6.55x10°  3.06 x 10 5
receptor signaling pathway APP
CREB1/GRIN1/DBH/KIT/GRIN2A/
BP GO:0007632  Visual behavior 1.01x 10% 3.76 x 10¢ 6
APP
MAOB/CYP2D6/MAOA/ALDH2/D
BP GO:0042737  Drug catabolic process 392x10%  1.22x10° 7
BH/CYP2B6/CYP2C9
EGFR/KLK8/CREB1/GRIN1/DBH/K
BP GO0:0007611  Learning or memory 471x10% 1.26 x 10° 9
IT/GRIN2B/GRIN2A/APP
GRIN1/HDAC2/DBH/HDACY/GRI
BP GO0:0001975  Response to amphetamine 5.86 x 10® 1.37 x 10° 5
N2A
EGFR/KLK8/CREB1/GRIN1/DBH/K
BP GO0:0050890  Cognition 1.26 x107  2.60 x 10% 9
IT/GRIN2B/GRIN2A/APP
CREB1/GRIN1/DBH/KIT/GRIN2A/
BP GO:0008306  Associative learning 1.39 x 107 2.60 x 10° 6
APP
MAOB/GRIN1/HDAC2/DBH/GRIN
BP GO0:0045471  Response to ethanol 1.64x107 278 x10° 7
2B/CYP2E1/GRIN2A
MAOB/CREB1/GRIN1/HDAC2/DB
BP GO:0009636 Response to toxic substance 1.82 x 107 2.83 x 105 11 H/HDAC9/PDGFRB/GRIN2B/CYP2
E1/GRIN2A/HDAC6
BP GO:0070932  Histone H3 deacetylation 3.16x107  4.54x10% 4 HDAC5/HDAC2/HDAC9/HDAC6
CYP2D6/CYP27A1/KIT/CYP2B6/CY
BP GO:0008202  Steroid metabolic process 3.41x107  4.55x10° 9
P2C9/CYP2E1/ESR1/HSD11B1/APP
GRIN1/HDAC2/DBH/HDACY/GRI
BP GO0:0014075  Response to amine 3.83x107  4.77x10° 5
N2A
Cellular response to CYP2D6/EGFR/ALDH3A1/GRIN1/
BP GO:0071466 478 x107  5.58 x 10 7
xenobiotic stimulus CYP2B6/CYP2C9/CYP2E1
MAOB/GRIN1/HDAC2/DBH/PDGF
BP GO:0046677  Response to antibiotic 5.85x107  6.44x10° 9 RB/GRIN2B/CYP2E1/GRIN2A/HD
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