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Fungal Planet 1030 – Russula quercus-floribundae

R. juniperina SAV F - 4998
R. adulterina SAV F - 4451
R. cuprea GENT (FH 2010 BT168)

R. mansehraensis HUP-SUR 180
R. mansehraensis HUP-SUR803
R. mansehraensis LAH MAM0077

R. nympharum GENT ( FH11121505)
R. nympharum HJB10019
R. nympharum M (HM R-12180)
R. maculata SAV F - 4807
R. maculata  PC0084521

R. maculata SAV F - 2130

100 / 1

100 / 1

100 / 1

96 / -

R. globispora GENT (FH 2007 BT98)
R. globispora GENT (FH 2007 BT121)
R. globispora SAV (HK12021)
R. globispora GENT (FH 2010 BT188)
R. tengii HMAS262728
R. tengii HMAS244255
R. tengii HMAS264837
R. tengii HMAS251829

R. dryadicola TURA 152390
R. dryadicola UPS (AT2004140)
R. dryadicola TURA 151632
R. dryadicola IB 2002/0432

R. quercus-floribundae LAH 36220
R. quercus-floribundae LAH 36219

Russula sp. LC367737
Russula sp. JQ991794100 / 1

R. heilongjiangensis MG719932
R. heilongjiangensis MG719933
Russula sp. KX441194
R. abbottabadensis FH00304589
R. abbottabadensis LAH310099
R. abbottabadensis FH00304558
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FP1030   Maximum likelihood phylogeny computed in RAxML (Stamatakis 2008) inferred from three loci (nrITS, mtSSU, rpb2), rooted to Russula juniperina. 
Bootstrap support values followed by Bayesian posterior probabilities computed in Mr.Bayes v. 3.2 (Ronquist et al. 2012) are indicated at the nodes with the 
estimated threshold 70 % / 0.95. All analyses (partitioning, RAxML, Mr.Bayes) were computed using CIPRES portal (http://www.phylo.org/sub_sections/portal/). 
Types are labeled in bold and newly sequenced collections in blue. Species names are followed by herbarium code or GenBank accesion numbers in italics.


