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Fungal Planet 1017 – Hermetothecium mikaniae-micranthae

FP1017   Maximum Parsimony Tree inferred from the combined datasets of ITS and LSU sequences from species belonging to the families Chaetothyriaceae 
and Cyphellophoraceae, including two specimens of Hermetothecium mikaniae-micranthae obtained in this study (indicated in bold). Bootstrap support 
values (≥ 70 %) and later Bayesian probabilities (≥ 0.90) are given at each node. The tree is rooted to Cladophialophora australiensis CBS 112793 and C. 
potulentorum CBS 112222.


