
Length Primer for PCR
(bp) Forward-5` Reverse-3`

1 1494 ACTTAAGATAGATATTAATATATATC TCAGCTTTTTGRTCAAGCA
2 2474 GGAACTTGTCTTGCAAGYA CCACAAAAGTCTGCAATTG
3 1595 GCATTGGAYGARTTTAAAGA TCAACAACTGATTTRATACC
4 1457 GYCAGTTTTGAYRATCTTAC AGCYCRCCAGCAACTTCA
5 1812 GGATRTAACATGTGAAGTKT TCATTAAAYAAMACCCATTG
6 1361 AGCTATTGTAGRGGTAGTGT CCAGTGTGTAATGCATTAGG
7 1458 CCCTGTYACTATGCGYTCTA GTTGTRCAYTTTACATCACT
8 1586 GATCAATATAGGTATATGTGT GCTATRTGKGCTCTACAATA
9 1540 CAACCTTTAGGTAAYTGTGT AARCAAGAMGTTCTAAGATC
10 1549 ATAGCTACTTGTGGCTATCA GCTCCATAACAGCYACAG
11 1688 GCCAAACARGGTCTTGTWGC TCACCTACATACACAACATA
12 1391 AATGACACAGGCAAAAAGTA GCTYTAGAACCRCAAGAACA
13 1463 GTTTCAGATTGYGTAGTKTTTGT CGCTTRTAACACTGTGTAGA
14 1521 GAAAYATTCGCACACTRCCA TTGCGTGCAGHGTTTTTCCA
15 1845 ACAGAGACAAGTTGGCAYGA CCWGAMACTACAAACTGYTG
16 1799 AAGAGYGRTGGCTCTCGTA GTAACTAYATCTCCTGCAGT
17 1607 TGCACCTAATGGYATAGTGT GTAYTATCGCTGCGACAAGA
18 1735 TGWTAGTGTTATGGWGCTTT GGAATGAARTCCCAACGGAA
19 1220 ATGGTATAGTGTGGGTTGCT TGSTCTAACTCTAWACTAGC
9106
9106-1 1487 ACTTAAGTGTGATATAAATATATATC GTTTGGTCAAGCAGTGTTAGG
9106-2M 1580 GTCAATTGTTGTCCTAGCAGC CACATGTAGCTGGTTTAAC
9106-2M-2 755 GAATTCATGGAGACTTGCTCTTC GTCTTGTATAAGAGCCAACAC
9106-2,3 linker471 TTCTGATGTTCCTAGAGAAG CGCCATCTACAAGAACATTC
9106-3M 598 CCGCTCTGTTGTTGTAAAAC GGGCAATTTGAATATTGCGTC
9106-5 1629 CTGGACTGGTTTGTTCAAAC AAGACAATGGTCGCATAAGC
9106-5M 1059 GGAAGCATTGAAATGTGAAC GGAATGTACCAAGGTTTTCGC
9106-7M 760 TCTCACTGCCTAAGTGGTTG CCTTCTGTATATGCAGTAAG
9106-8M 551 CACATACCATCTTATGCTG CATGCTACATTATCACCAC
9106-8,9 linker543 CTTACAGTCTAAAGGGCATG ATCAGGATCACATCCACTAGC
9106-9M 501 AGCGAGCCTTTGATGTATG GGTTTCCGAACTCAATAGC
9106-12 1713 CACTGCATGTTCTCATGCAGC ACAACGCGTCATTATAGCATC
9106-18 2159 CAATCCGGAATTGGAACAG CTTAGCCTTAGTAATGCGAG
9106-14M 1441 GCTACCTAACACACTAAACAC GCACTTTGGTAGTAGTACAC
9106-16-N3 616 TGGTCCTGTCTGTGATAAC CGTAAGAATAGCACTCTGC
9106-16-N3,4 363 GGTAGTGGAAGACATGTTC CCACCATTTTGACAACTCGTC
11045
11045-1 1487 ACTRAAAATAGATATTAWTATATATC TTCGCATGCCACGCACAACAACTTGTGTA
11045-2-secon-F2069 GATGGTGTAACACCAGAGATAAATG
11045-2-third-F1375 GATGTTGAAGATCTGGGTGTTG
11045-2M3 GGTTCCTGTTGTTGAAGAGTATC CTCAATGTGTTCTTGACTCAGAG
11045-5 2141 CATTTATGTCTCCTGAAGTTGC ACCAACAAACTCGTTGCCATC
11045-second-F CACACAGTGCGCATGCATTGG
11045-third-F GACACAGACTGAGCGAAGACC
11045-5-R2 CCACGGTCTTCGCTCAGTCTGTGTC
11045-5M 999 CTAATGTTGTGCCGTCATATGG CAAACACTACCTCTACAATAGCTG
11045-8 1997 GTGCACACAACTGTGTTGGC CCATGACCTATCCAACACTGAC
11045-8M GCTACAGTGCAATCTAAATTGAG
11045-9M 468 CGTAATAAGGTTTGCACTGTTTGTC GTATACTTAGTAAGTCGTTGCC
11045-11M 842 GTATAGGGCTCCTACAACTTTAC CCTACTAAATGGTATAATGGAATG
11045-12,13 linker527 CAAGTAGGATTCTCAACTGGTG GTTGTTAATTGCAAGGCAACGAGTC
11045-14 1657 GATCAAGGTATTGAAAAGGCAG CAAATGTACTATAAGCAGAGG
11045-14M 681 AGCGTTTGTTACGTTACCTAAC CATGTTATGCGGCACACACATTG
11045-18 2563 CAGGTGAACAGTTAGTACAAC GTACGCTTACAAAATCTGCGATG
11045-18M 835 GGGTCAGTGGCTTGCTAAATG GATAAATTCGCGCTTTTCTTGC
03342 and D7905
NVQ-6-2T 1976 CATCTTGCCTCACAGGTCATC GTCGCAACCAGCAAAGGCTTC
NVQ-6TM-3 1307 GTTACCTTTGGAGATACTAC TTCTCACGCAAGTTACTGTC
NVQ-6-3M4 457 GTGAAAGTCCTCTACCTGTTG GCATTTTCCCAAAAAGTAGG
NVQ-6-4 1510 GTCCTCTACCTGTTGTTAAACAG GTGTTTTGGTGACCATAATC

1552 CTGAAAAGCTTAAACGCCATG TACTCACATACACTACCTC
1842 GCATTAACAACCCAAACTAAC

NVQ-6-7M8 481 TAAGTGTGCTAAGTGGATGTTG CAACGTAATAAGCATACCCAAC
NVQ-6-8M 556 GGTTGAGGTTGTTTACTTG GTCAAAATCAGCTACACCAAC
NVQ-6-12 1482 GCTCGTGTTGTTTTTACTGC AGCGCAAAGTAGTCAGTTCTAG
NVQ-6/36-14M15853 GCACATGTTTCTGTGCTTTCAG GTGTGCACTACAGAATTGTGAC
NVQ-36-1M2 1267 CAAAATAACACCTGGTATCCC GTAGATGACCTGTGAGACAAG
NVQ-36-2M3 1883 GAGAAGGCATTTGGCATCTTGTC GCTGCTTACAAGAATGTTCTTG
NVQ-36-2L3 1701 CACTGGAAAGGGTTTTGTGCAC CGAAGGTGTGACAAGTCTTTGC
NVQ-36-3 GCAAAGACTTGTCACACCTTCG
NVQ-36-3M 1232 GCTTACAAGAATGTTCTTGTAG CCTGCACTTTAAGACTATCATAG
NVQ-36-4 CAAAATCATCAACCAAGCACGC
NVQ-36-6M7 819 GAGGTTGCAACTCAAAATGGTG ACAAGACAATAGCACACAACAC
NVQ-36-8 2455 GGATACTTTTCTGTTGCCTAC AGGCTCGCTTTACAACATC
NVQ-36-8m 2320 GATACTATGGTACCATGGATG CGCTTTACAACATCAGGATCAC
NVQ-36-89R CAACATCAGGATCACATCCAC
NVQ-36-9M10543 TGCCGAGATTGTAGTGATGAC CTTAGAAGTCACTTCTAGAC
NVQ-36-10 2100 GTGATGACAGGTGTTTGATAC AGTATGACATACCTCCGAGGTAC
NVQ-36-11M12797 CTAGTGCTGAAGTGAGAGAAGTAC GTGAACCATTAAGTAAGGTACG
NVQ-36-11n12798 CTATCATGGGAGCCAGGTAAAAC ACAAACCATAAGGTTTGTGACAAC
NVQ-36-17M181160 GGCACAGTCTAGACTAATGTTAG CTACTTCCTCCTGTTGCTACAC
NVQ-36-18 1457 GAGTGTGTTTTAGTGCTTTTGC TCTACTTGGAACTCTACACC
NVQ-36-18M CCTTGAAATTTAGGAGCAGGTG
NVQ-36-19 1472 GCAACATGGATACTGGAGACG CTAAAATTTAGCTCTTCC
8065
8065-9MF GTGGTACTGAAGATGGAAATC
8065-10MR GAAGCTGGCGTATATCAAAC
8065-17m18F 942 GATGTCCAACGAGACAAATTG CATAACCTGCAACAACCTTTC
8065-18m19F 955 GGATTTACAAGCGCTTAAGAG TGCTCTACTAGATGCTGC
10043
10043-3M4 GATGAAAACGCTGTAGGGAC CAACACTAGATCCAACAAC
10043-6M7 CAGGCTGGTTTTAAGAAACTAG CTCATCTTCAAAATTATATTG
10043-8 CTTTGAGTTGGTCCACACTAC CTTAGTAAGCCGTTGCCTAC
10043-9M10 GTTCGGAAACCTTATGGTTG GAATTGGGTCCTCAACACCTTG
10043-12 GTAGGTAAACAGAAGCGTAC CATACAAAGACCGTCAGCAAAC
10043-18 GTTTTCTGACAGCAGTTTAC CTTTAGTACGGGGACCAAAGAC
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Supplementary data 1. Primer sets used in the present study.


