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SV5 20 -LDPAALMQIGVIPTNVRQLMYYTEASSAFIVVKLMPTIDSPISGCNITSISSYNATVTKLLQPIGENLETIRN
hPIV3 19 QIDITKLOHVGVLVNSPKGMKISONFETRYLILSLIPKI-EDSNSCGDQQIKQYKRLLDRLIIPLYDGLRLOKD
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Fpep HRA

h1 h2 b1

L
190 110 1%0 1?0 110 1§0
SV5 93 QLIPT----RR----RRRFAGVVIGLAALGVATAAQVTAAVAL ENAAAILNLKNAIQKTNAAVADVVQAT

hPIV3 92 VIVSNQESFENTDPRTK FGGVIGTIA%GVATSAQIT@AVAL AKQ@RSDIEKLKE?IRDTNKAVQ?VQSSI
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b2 h3 h4
— —
1530 1;/0 180 190 2(30 210 220 230
SVS 159 OSLGTAVOAVODHINSVVSPAITAANCKAQDAIIGSILNLYLIELITIFHNOITNPALSPITIOALRILLGSTL
PIV

GNLIYAIKSVQDYVNKEIVPSIAR%GCEAAGLQL?IALTQHYSEPTNIFGDNIG§LQEKGIKLQgIASLYRTNI
170 180 190 200 210 220 230

240 250 260 270 2§0 290 300

SV5 233 PTVVEKSFNTQISAAELLSSGLLTGQIVGLDLTYMOMVIKIELPTLTVQPATQIIDLATISAFINNQEVMAQLP
hPIV3 240 TEIFTTSTVDKYDIYDLLFTESIKVRVIDVDLNDYSITLOVRLPLLTRLLNTQIYRVDSISYNIQNREWYIPLP
240 250 260 270 280 290 300 310

31 0 320 3220 34.-0 35.0 3%0 310 38.0
SV5 307 TRVMVTGSLIQAYPASQCTITPNTVYCRYNDAQVLSDDTMACLQGNLTRCTFSPVVGSFLTRFVLFDGIVYANC
hPIV3 314 SHIMTKGAFLGGADVKECIEAFSSYICPSDPGFVLNHEMESCLSGNISQCPRTVVKSDIVPRYAFVNGGVVANC

320 330 320 350 360 370 380

HRB

390 400 410 420 430 440 450
. .

SV5 381 RSMLCKCMQPAAVILQPSSSPVTVIDMYKCVSLQLDNLRFTITQLANVTYNSTIKLESSQILSIDPLDISQNLA
hPIV3 388 ITTTCTCNGIGNRINQPPDOQGVKIITHKECNTIGINGMLFNTNKEGTLAFYTPNDITLNNSVALDPIDISTELN

390 400 410 420 430 440 450 460
HRB
460 470 480
. .

SV5 455 AVNKSLSDALQHLAQSDTYLSAIT—SATTTS—
hPIV3 462 KAKSDLEESKEWIRRSNOKLDSIGNWHQSSTT
470 480 490




