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    PCR primers     Sequencing Primersb       

Region amplifieda  Forward (5'-3') Reverse (5'-3')  Forward (5'-3') Reverse (5'-3')  Product size 

CD209          

Promoter_1  ACTGTGTTACACCCCCTCCA CACACATGTGGTAAATGCACA     789 

Promoter_2, exon 1  CTTCCCCCTTCCCAGAATC CAAAAATGAGGACAGCAGCA     695 

exon 1, exon 2  AGGTACCTGCTTCCACCTCC TGGATGACAGATCCCTACCC  CCCAAACTCAACCTCCTCAG TTGGGAGGAGAGACGAGAGA  903 

exon 3, exon 4  TCCAGATACTCACCCACTGC CAGGGACCTGGGAATGTAGA  ACTTATGGAGCTGGGGACCT GATTCCCAGGTGTTGGAGTG  1164 

exon 4  CACCACACAACGACCATCTC AGGTCCCCAGCTCCATAAGT     616 

exon 5  CGGAGCATTCACACATGTTC GCTGGGCAGGTACAGGAATA     414 

exon 6  CTGCTGGTGGAATTCTAGGC AGCAAGAGGGTGTGAGGAGA     534 

exon 7_1  TCTACACCAGGGGAAATTGG AGTCCAGCATACACACGCAG     470 

exon 7_2  TTGGTTGACTGGGGGAATTA GCTGGAACGACGACAAATG     587 

exon 7_3  TCCCAAAGTCGTGGTAGGAG TTTGATCGGGGACTTACTGG     595 

exon 7_4  TGCAACTTGGAACCTCACCT TGGGATTTGGGACTCTGAAC     592 

exon 7_5  TCCCAACATCCAGTCCTACC TTGGCATTCTTCTTCCGACT  AAGCAAGCCTGGAGTACAGC �������������������� 605 

exon 7_6  CGAAAAGGTGACATTTCCAGA GCAGCACATCCTCACAGAAA     699 

exon 7_7   GCATCTTTGGGGTCAACATC TGGCGTTTCTTTCGTTTCTC         922 

CLEC4M (CD209L)
�
          

Promoter_1   TGCCCTTGATGTTATTAGACCC TTCCACCCTCTGATCCTCAC     662 
Promoter_2, exon 1, 
exon 2_1  CGATCTCAGGCTCTGACTCC GGCCATGTATCTGCTGGAAT     363 

exon 2_2  AAGATCCAACAACCAGTGGC CTTCCCCAGGACCCAGTAAT     517 

exon 3  GGGAGGTGGACGCAGGTA TCCTGCTCTAGAGTGGGGAG     520 

exon 4_1  ATGAACAGAGCCTGGAGTGG AGCTTGGATTTCTCTGGCAA     499 

exon 4_2, exon 5  GTTGCCAGAGAAATCCAAGC GTACCTGGGACCCCTTCATT     884 

exon 5,  exon 6  CTGTCCCAAGGACTGGACAT CCAGGGAAAGCTCAAGTCAG     1031 

exon 6, exon 7_1  CTGACTTGAGCTTTCCCTGG ACTGCCACTAAATTCCGCAC     1228 



exon 7_2  CAGCAAGAGAGGCAGGAACT GCTCCTTCAACCAGCAAGTC     762 

exon 7_3  GACCTGAGTGGGATGCATTT AGCCTCACAGTTCTCATGCC     1256 

CLEC4G �LSECtin)         

Promoter_1  ATGCCTGAAATGGTGCTAGG CCAAATTGTAACCCCTGCTG   532 

Promoter_2, exon1  TGGATCAAGGTCAGGTTCAA TTGCTGTACCTGGTGGTGTC     520 

exon 1  AAGGCCAAGAAAATGGGAAG AGGACTGTGGTGACCAGGAC     506 

exon 2  GAGGGAAGAGTCGAGACAGG GGCCCAAAGATGTACACACA     465 

exon 3, exon 4, exon 5  TGCACATCGTGTGAGCTGTA GGATTATGGCTGGGGTCAG  GGAGATGGAGTCTCGAGTGC GTCACTTGGGAGGACTCAGG  986 

exon 6, exon 7  CAGGGGTCCTGACCTTTAGC AAAGGAGGGGACATCTGAGC     582 

exon 8  TGTGCCAAAGACGACGTG AGCCTGCCCATCCCTAAGTA     406 

exon 9  ACCCCGAGTTCATCCTCTGT GGCCAAGAGGTCACTGAGAG     701 
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