
 
 

Supplementary Figure 2. RNA-seq results comparing isogenic 9T, 10T, and 11T 

strains. (A) Total number of differentially expressed genes using a fold cutoff ≥1.5. 

Upregulated virulence genes comparing 9T vs 10T (B), 9T vs 11T (C), and 10T vs 11T 

(D). 


