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Density distribution of p-values: rhythmic vs non-rhythmic
orthologs
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Variation of the proportion A/B as a function of the number of
orthologs detected rhythmic
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Images credit: Anthony Caravaggi (mouse), Ian Quigley (zebrafish) both license CC BY-
NC-SA 3.0, Wikipedia GNU GPL Muhammad Mahdi Karim (baboon), and Public Domain
for other images (from http://phylopic.org/)
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