Supplementary Table E1: Description of samples used for RNA-sequencing

Age
ID Ethinicity (Y) sex
4384 white/hisp 22 M
5090 white/nhisp 45 M
2396 white/nhisp 40 F
4019 white/nhisp 52 F




1Y POC D16 LE-FORL- CCATGT -READ IR POC D16 L8 POOS- CTTGYA-READ 2396 POC_ARO16-1LB- P07 - CCCTCC-READ S50 POC_ARO16-LE-POO 3 COOAAT - READ

AO19 FOCEPT CELLS 40016+ L8~ POO2 - ACACTC-READ

2596 POC LR CELLS 4ROLE-LE- P00 CTCCCC-READ 5090 POC LN CELLS_4RO16-LE- P04 CACATC-RIAD

354 _pomsdogm %
ST Lo Q0P ot
(TR pemadim TR pemiee
- J N J
] 'y 000
%._owe | 35_¥_owe
adm | arms |
v _oww T _v_owrw
| oom | Qe
o 021w e _na
|+ 0.19%
i L aen L :
= frona o)
| oo | PrOwA 287
frve_cwotaces Srva_coaen
{_moies | {_~oxw |
0.2 _gwmaingm $0.<_onmatogn
| reocow | | meosew |
36 peatoe]| 36 pewazoge|
o | oo |
prten,_codng Frcten_codrg
BT maom |

Supplementary fig. 1: Pie charts displaying the distribution of aligned reads mapping to different gene

types. Reads aligning completely or partially within any gene boundaries are used. We used Ensembl
gene annotation for alignment and the gene typed are specific to this specific annotation.



Supplementary fig. 2
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PDCs were stimulated with influenzain the presence or absence of the cocktails. Bar graph represent the
IFN-a levels in the supernatants. Datais mean +/- S.E. of 2 expts.

Cocktail 1:{GMCSF, VEGF, GCSF, IL-6, IL-8, CCL-2)
Cocktail 2:{GMCSF, VEGF and GCSF)
Cocktail 3: (IL-6, 1L-8, CCL-2)
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