
 

Supplementary Figure 1. MALDI-TOF-TOF analysis of PnBBI isoinhibitor spot (pI 

5.9). (A) Peptide mass fingerprint (PMF) spectra; (B) Mascot MS-MS ions search result and 

(C) Lift spectrum from PMF peak with m/z 3313.817 generated by Biotool software after 

digestion of PnBBI isoinhibitor spot pI 5.9 with trypsin (please refer Method section 2.6 to 

Fig. 3). 



 

Zoomed spectrum of Supplementary Figure 1C 


