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Table S1. The amino acid sequences of the antigenic epitopes of the HPV 16 L1, E6, and E7 genes

Type Protein Sequence of antigenic epitopes
HPV16 L1 AGVDNRECISMDYKQTQLCLIGCKPPI
HPV16 E6 SEYRHYCYSLYGTTLEQQYNKPLCDLL
HPV16 E7 RAHYNIVTFRAHYNIVTFRAHYNIVTF

To generate the recombinant construct (L1/E6/E7) encoding CTL-epitopes restricted by both human and mouse, the
cellular antigenic regions of the human papillomavirus type 16 genes, containing L1, E6 and E7 selected and linked by a
spacer of glutamic acid, alanine, alanine, alanine, and lysine. The final synthesized gene sequences (397 bp) encodes a
protein with molecular weight of ~14.3 kDa includes 128 amino acid.




