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Table 1SM. Strains and plasmids used in this study. 
 

Strain  Collection ID Relevant characteristics Source or 
references 

 
Pseudomonas aeruginosa 

   

   PAO1 PAO1 Wild-type strain (1) 
   ∆pvdF∆pchA PAS283 PAO1; pvdF and pchA chromosomally deleted (2) 
   ∆pvdF∆pchA∆pfeA PAS294 PAO1; pvdF, pchA and pfeA chromosomally deleted (3) 
  ∆pvdF∆pchA∆fiuA∆foxA PAS536 PAO1; pvdF, pchA, fiuA and foxA chromosomally 

deleted 
This study 

    
Escherichia coli    
TOP10  F− mcrA Δ(mrr-hsdRMS-mcrBC) φ80lacZΔM15 

ΔlacX74 nupG recA1 araD139 Δ(ara-leu)7697 
galE15 galK16 rpsL(StrR) endA1 λ−   
 

Invitrogen 

Plasmids  Collection ID Relevant characteristics Source or 
references 

pEXG2 
 

pEXG2 allelic exchange vector with pBR origin, gentamicin 
resistance, sacB  

(4)  

pEXG2 ∆foxA pQUP8 pEXG2 carrying the sequence to delete foxA This study 
pEXG2 ∆fiuA pQUP9 pEXG2 carrying the sequence to delete fiuA This study 
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Table 2SM. TBDTs present in the P. aeruginosa PAO1 genome. 
 

Gene Name Known ligand Reference 

PA4897 optI - (5)  

PA4837 cntO Pseudopaline (6)  

PA4710 phuR Haem (7)  

PA4675 chtA Aerobactin, Rhizobactin 1021,  
Schizokinen 

 

(8)  

PA4514 piuA BAL30072, MC-1 (9)  

PA4221 fptA Pyochelin (10)  

PA4168 fpvB Pyoverdine (11)  

PA4156 fvbA Vibriobactin 
(12)  

PA3901 fecA Citrate (13)  

PA3790 oprC - (14)  

PA3408 hasR HasA-haem (7) 

PA3268 - - (14) 

PA2911 - - (14) 

PA2688 pfeA Enterobactin (15)  

PA2590 - - (14) 

PA2466 foxA Ferrioxamine (16)  

PA2398 fpvA Pyoverdine (17)  

PA2335 optO - (14) 

PA2289 - - (14) 

PA2089 - - (14) 

PA2070 - - (14) 

PA2057 sppR - (18)  

PA1922 cirA - (14) 

PA1910 femA Mycobactins,  
carboxymycobactins 

(5) 

PA1613 - - (14) 

PA1365 - - (14) 

PA1322 pfuA - (14) 

PA1302 hxuC - (14) 

PA1271 - - (14) 

PA0931 
pirA 

 
Enterobactin,  

BAL30072, MC-1 

(9, 19)  

PA0781 - - (14) 

PA0470 fiuA Ferrichrome (16) 

PA0434 - - (14) 

PA0192 - - (14) 

PA0151 - - (14) 
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Table  3SM. Primers used for RT-qPCR analysis.  
 

Name Gene Sequence 

uvrD F uvrD CTACGGTAGCGAGACCTACAACAA 

uvrD R uvrD GCGGCTGACGGTATTGGA 

GAPDH F GAPDH TGCACCACCAACTGCTTAGC 

GAPDH R GAPDH GGCATGGACTGTGGTCATGAG 

fiuA F  fiuA GCCGCGACAAGAAGTTCAG 

fiuA R  fiuA ACGACTCCGCATAGGAGATATAGG 

foxA F  foxA AAGGGCTCGGATACCCAGTT 

foxA R  foxA CGTTGGGATCGTGTTGCA 

femA F femA CATTCCGAAGACCAATGAAACC 

femA R  femA TGACCTGCACGCGATCCT 

pfeA F   pfeA GCCGAGACCAGCGTGAAC  

pfeA F  pfeA GGCCGGATTCGATCTTGTT  

fvbA F  fvbA CCAGCTACCGCTTCAACGA 

fvbA R  fvbA CCGGTTTTCCTGCATGTAGGT 

fpvA F  fpvA AGCCGCCTACCAGGATAAGC 

fpvA R  fpvA TGCCGTAATAGACGCTGGTTT 

fptA F  fptA GCGCCTGGGCTACAAGATC 

fptA R  fptA CCGTAGCGGTTGTTCCAGTT 

PA0434 F  PA0434 CGCTACGTGTCCTCGGTGTAC 

PA0434 R  PA0434 GGAAAGTCCCGTAGACCGTGTA 

piuA F  piuA CAGCGCGGCTTATGTGTTC  

piuA R   piuA CCGAGATTCAGCTCCCATTG  

hasR F  hasR AGCGCCTGCAGTTCAGCTA 

hasR R  hasR GTTCTCGGTGTTGAGCATGTTG 

phuR F  phuR GGTCGAACTGCCCAACGA 

phuR R  phuR TACGATGTCCGGATCGACGTA 

piv F  piv GCGTGGGCCTGAAAACG 

piv R  piv CGATCCATTCGAGGGTTGTC 

toxA F  toxA CCCGGCGAAGCATGAC 

toxA R  toxA GGGAAATGCAGGCGATGA 

aprA F  aprA AACCAGAAGATCAACCTCAACGA 

aprA R  aprA TCGACACATTGCCCTTCAAC 

exoY F  exoY AATGGATGGCGGAGCCTATA 

exoY R  exoY CAAGGCGTTGCCGAGAGAT 
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Table 4SM. Primers used for the construction of the ∆pvdF∆pchA∆fiuA∆foxA strain. 
  

Name Gene Sequence 

FiuAatg-672F  fiuA AGCAGCGCGAGCTGACCCTCCCGGATGCC  
FiuAoverlapR  fiuA TGCGGGGCTCCTGGATGGAAACGAGTCTCAATG

CC  
FiuAoverlapF fiuA GGCATTGAGACTCGTTTCCATCCAGGAGCCCCGC

AGCGACGCGTCACAGGTGCGTAACGGCGGATAA
C  

FiuAstop+639R  fiuA TCGGCGACAGCCGGATCCTCGTCGAAGGCG  
FoxAatg-694F  foxA TGCGCTACGACGCCGGCCAGCGCCTGATC  
FoxAoverlapR  foxA GAACGGGATCCGTTGGAGTCGTTGAAGGGTGTT

CAATCG 
FoxAoverlapF  foxA CGATTGAACACCCTTCAACGACTCCAACGGATCC

CGTTCTTCTGACCGTCCACCCGGGCCCCGGCG 
FoxAstop+661R  foxA AGCGGTAGGCGTTGCCGCGCTTGATCTTCCAGG  

 
 

 
 
Figure 1SM. A549 cell viability in the presence or absence of P. aeruginosa and/or siderophores. The Real 
Time-Glo™ MT cell viability kit (Promega™) was used as described in Materials and Methods. Cell viability is 
represented as a function of luminescence signal (A. U., arbitrary unit). Viability of the A549 cells alone is 
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represented by the red dots, infected cell viability by the blue dots, and the viability of infected cells in the presence 
of siderophore by grey dots.  
 
 

 
 

Figure 2SM: Analysis of changes in the transcription of TBDT genes involved in iron-uptake pathways in 
P. aeruginosa cells in RPMI medium in the presence of A549 epithelial cells during 3 h versus those of 
bacteria grown as in figure 4, i.e. for 8 h in RPMI medium. The data were normalized relative to the reference 
gene uvrD and are representative of three independent experiments. Results are given as the ratio between the 
values obtained in RPMI in the presence of epithelial cells and those for bacteria grown as in Figure 3 and 4, for 
8 h in RPMI without epithelial cells. 
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