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Dickkopf WNT Signaling Pathway Inhibitor 1 (DKK1)

chr10:53743705-53744974(NCBI36/hg18)

100 4 —o— Cal27
—£—  Detroit 562
—+— FaDu
= H413
—®—  Primary oral epithelial cells
754 (controls)
C
i)
=
L
>
e
©
=
-
[
©
O
—_
)
o
25
o) ks d
Position 0 300 600 900
Q0 Q Q QO O
< | < LS C dina lMumi
33 S > 2 orresponding lllumina
3& % § § 3 HumanMethylation450
20 N @ N O Probes
> W © © 0 O
© (o)) w o O



chr11:20588323-20588561(NCBI36/hg18)

100 -
)
S
O 75 -
|
«
0
S~
S o
£ ©
s 2
© (]
> = 7
s T
§ o
g B
3 Qo
&
©
o
% 25 -
IS)
’ {
F -
1sx g
Position 0 50 100 150 200 250

SZ9¢€ 16069

£9/2/65060

925688169

Cal27

Detroit 562

FaDu

H413

I I o

Primary oral epithelial cells
(controls)

Corresponding Illlumina
HumanMethylation450
Probes



chr10:134210902-134211265(NCBI36/hg18)

100 -

751

Inositol Polyphosphate-5-Phosphatase A (INPP5A)
Percent Methylation
2

Ll o 1 1
L7 Sl XS, LY ik
Iy ) 1
t t i

25
04
Position 0 100 200 300

(9} (9] (o) o (9]

«Q «Q «Q «Q «Q

N S = S S

w ~N N © N

~N N [e5) S W

- S N () (o))

N N N w ()}

~ w (o6] © (e}

S © P ~ ©

[§)] (o)) (o)) © N

-e— Cal27

—£—  Detroit 562
—+— FaDu

=& H413

——

Primary oral epithelial cells
(controls)

Corresponding Illlumina
HumanMethylation450
Probes



chr5:10702368-10703458(NCBI36/hg18)

-o— Cal27

A~ Detroit 562

——  FaDu

~®=  Primary oral epithelial cells
(controls)

RN

BL OO | o O

uu.t#....%muuh-.i\%..

P~

o

&

FO

75
50 -
25

uonejAyis|\ sdled

(GSEaMNY) gg€ urewoq jeaday uufyuy

Position

Corresponding Illlumina
HumanMethylation450

Probes

925612428

cg03701266

cg01446287



Zinc Finger CCHC-Type Containing 14 (ZCCHC14)
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Intergenic Sequence
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