Patient LS-004 on chr 8 near MYC
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Supplementary Fig. 1| Copy-number analyses of drivers in matched primary tumors and brain metastases.
Each dot denotes the rescaled total copy-number (corrected for tumor purity and ploidy) in a target exome region for
normal (N), primary tumor (P), or brain metastasis sample (M). Targets within the locus of interest is shown in red or
blue. See Supplementary Table 3 for event calls.



Patient LS-011 on chr 9 near CDKNZ2A
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Supplementary Fig. 1| Copy-number analyses of drivers in matched primary tumors and brain metastases.
Each dot denotes the rescaled total copy-number (corrected for tumor purity and ploidy) in a target exome region for
normal (N), primary tumor (P), or brain metastasis sample (M). Targets within the locus of interest is shown in red or
blue. See Supplementary Table 3 for event calls.



Patient LS-011 on chr 11 near YAPT
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Supplementary Fig. 1| Copy-number analyses of drivers in matched primary tumors and brain metastases.
Each dot denotes the rescaled total copy-number (corrected for tumor purity and ploidy) in a target exome region for
normal (N), primary tumor (P), or brain metastasis sample (M). Targets within the locus of interest is shown in red or
blue. See Supplementary Table 3 for event calls.



Patient LS-020 on chr 9 near CDKNZ2A
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Supplementary Fig. 1| Copy-number analyses of drivers in matched primary tumors and brain metastases.
Each dot denotes the rescaled total copy-number (corrected for tumor purity and ploidy) in a target exome region for
normal (N), primary tumor (P), or brain metastasis sample (M). Targets within the locus of interest is shown in red or
blue. See Supplementary Table 3 for event calls.



Patient LS-020 on chr 11 near YAP1
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Supplementary Fig. 1| Copy-number analyses of drivers in matched primary tumors and brain metastases.
Each dot denotes the rescaled total copy-number (corrected for tumor purity and ploidy) in a target exome region for
normal (N), primary tumor (P), or brain metastasis sample (M). Targets within the locus of interest is shown in red or
blue. See Supplementary Table 3 for event calls.



Patient LS-021 on chr 9 near CDKNZ2A
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Supplementary Fig. 1| Copy-number analyses of drivers in matched primary tumors and brain metastases.
Each dot denotes the rescaled total copy-number (corrected for tumor purity and ploidy) in a target exome region for
normal (N), primary tumor (P), or brain metastasis sample (M). Targets within the locus of interest is shown in red or
blue. See Supplementary Table 3 for event calls.



Patient LS-023 on chr 9 near CDKNZ2A
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Supplementary Fig. 1| Copy-number analyses of drivers in matched primary tumors and brain metastases.
Each dot denotes the rescaled total copy-number (corrected for tumor purity and ploidy) in a target exome region for
normal (N), primary tumor (P), or brain metastasis sample (M). Targets within the locus of interest is shown in red or
blue. See Supplementary Table 3 for event calls.



Patient LS-025 on chr 9 near CDKNZ2A
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Supplementary Fig. 1| Copy-number analyses of drivers in matched primary tumors and brain metastases.
Each dot denotes the rescaled total copy-number (corrected for tumor purity and ploidy) in a target exome region for
normal (N), primary tumor (P), or brain metastasis sample (M). Targets within the locus of interest is shown in red or
blue. See Supplementary Table 3 for event calls.



Patient LS-026 on chr 9 near CDKNZ2A
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Supplementary Fig. 1| Copy-number analyses of drivers in matched primary tumors and brain metastases.
Each dot denotes the rescaled total copy-number (corrected for tumor purity and ploidy) in a target exome region for
normal (N), primary tumor (P), or brain metastasis sample (M). Targets within the locus of interest is shown in red or
blue. See Supplementary Table 3 for event calls.



Patient PB0031 on chr 8 near MYC
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Supplementary Fig. 1| Copy-number analyses of drivers in matched primary tumors and brain metastases.
Each dot denotes the rescaled total copy-number (corrected for tumor purity and ploidy) in a target exome region for
normal (N), primary tumor (P), or brain metastasis sample (M). Targets within the locus of interest is shown in red or
blue. See Supplementary Table 3 for event calls.



Patient PB0034 on chr 8 near MYC
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Supplementary Fig. 1| Copy-number analyses of drivers in matched primary tumors and brain metastases.
Each dot denotes the rescaled total copy-number (corrected for tumor purity and ploidy) in a target exome region for
normal (N), primary tumor (P), or brain metastasis sample (M). Targets within the locus of interest is shown in red or
blue. See Supplementary Table 3 for event calls.



Patient PB0040 on chr 8 near MYC
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Supplementary Fig. 1| Copy-number analyses of drivers in matched primary tumors and brain metastases.
Each dot denotes the rescaled total copy-number (corrected for tumor purity and ploidy) in a target exome region for
normal (N), primary tumor (P), or brain metastasis sample (M). Targets within the locus of interest is shown in red or
blue. See Supplementary Table 3 for event calls.



Patient PBO067 on chr 11 near YAP1
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Supplementary Fig. 1| Copy-number analyses of drivers in matched primary tumors and brain metastases.
Each dot denotes the rescaled total copy-number (corrected for tumor purity and ploidy) in a target exome region for
normal (N), primary tumor (P), or brain metastasis sample (M). Targets within the locus of interest is shown in red or
blue. See Supplementary Table 3 for event calls.



Patient PBO086 on chr 11 near YAP1

PB0086-N
154
104
5..
®
e gPlieng B9 &% a0 Gl & O P e He@R -
PB0086-P
154
o}
E
od®
310- 8 ¢
9] S §o
(&) ® °
B e® gg ¥ e ]
[ e °
& %4 o o? ? ¢ FE ° §Oo
[0} L) ° o @
o 51 o®e 90 e OOQ o ©
(Sg O 8 g o o’ oo o8
31 %o %0 @ °
© 9’9 ° C) 2
................. OOOOO
PB0086-M
154
10
)
2.0 S ) e
54 P ° XY~ ) % C]
® "’8 ¥ é5 ¥ v fo ‘
399!& © éJ ° )
.............. D R EETR PR
9I5 1(I)0 1(I)5 11I0

Genomic position (Mbp)

Supplementary Fig. 1| Copy-number analyses of drivers in matched primary tumors and brain metastases.
Each dot denotes the rescaled total copy-number (corrected for tumor purity and ploidy) in a target exome region for
normal (N), primary tumor (P), or brain metastasis sample (M). Targets within the locus of interest is shown in red or
blue. See Supplementary Table 3 for event calls.



Patient PB0091 on chr 9 near CDKN2A

PB0091-N
4_
34
)
2'5’£"|Q’o@3%%b“9 ...... & ............... w.o...
)
1-
0_
PB0091-P
4_
3-
>3 S L A PP
o ° OOS CQO ‘8 ooO
14 C)Q %QQO « 8§ g%
®g o ¢ it 18 ® ®
0- ° e © ) bgog & ﬁo
®
PB0091-L1
D 44
€
2%
< e
S T R ¥ N LAY O
°
o 1A ° g %o g ]
@ 8 ® e o t 4 (@; © e
© o¥o o e % oom ¥ o ® °
80- e ) o ) % @ @o
g . %
PB0091-L2
4
) ® Oo e® e
i %8 °
37 o5 ect e ° 3 o : oo
& o8& o ° °o $ ‘é
2= "O'%""éo 0038...@0... ”8””60 ..... @ ..... N R Y %oe .....
3 ® o ® 2 ')
1 ° ® )
! 0%5& Mo T
04 8‘ © ee ° e % o ) e
) S e®
) © ° Og
PB0091-M
4-
3-
2- ............................................................................................
° ® °
e el T & Ak b
e
01 -t & »i
15 2IO 25

Genomic position (Mbp)

Supplementary Fig. 1| Copy-number analyses of drivers in matched primary tumors and brain metastases.
Each dot denotes the rescaled total copy-number (corrected for tumor purity and ploidy) in a target exome region for
normal (N), primary tumor (P), or brain metastasis sample (M). Targets within the locus of interest is shown in red or
blue. See Supplementary Table 3 for event calls.



Patient PB0098 on chr 8 near MYC
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Supplementary Fig. 1| Copy-number analyses of drivers in matched primary tumors and brain metastases.
Each dot denotes the rescaled total copy-number (corrected for tumor purity and ploidy) in a target exome region for
normal (N), primary tumor (P), or brain metastasis sample (M). Targets within the locus of interest is shown in red or
blue. See Supplementary Table 3 for event calls.



Patient PB0098 on chr 11 near YAP1
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Supplementary Fig. 1| Copy-number analyses of drivers in matched primary tumors and brain metastases.
Each dot denotes the rescaled total copy-number (corrected for tumor purity and ploidy) in a target exome region for
normal (N), primary tumor (P), or brain metastasis sample (M). Targets within the locus of interest is shown in red or
blue. See Supplementary Table 3 for event calls.



Patient PB0114 on chr 9 near CDKN2A
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Supplementary Fig. 1| Copy-number analyses of drivers in matched primary tumors and brain metastases.
Each dot denotes the rescaled total copy-number (corrected for tumor purity and ploidy) in a target exome region for
normal (N), primary tumor (P), or brain metastasis sample (M). Targets within the locus of interest is shown in red or
blue. See Supplementary Table 3 for event calls.



Patient PB0115 on chr 9 near CDKN2A
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Supplementary Fig. 1| Copy-number analyses of drivers in matched primary tumors and brain metastases.
Each dot denotes the rescaled total copy-number (corrected for tumor purity and ploidy) in a target exome region for
normal (N), primary tumor (P), or brain metastasis sample (M). Targets within the locus of interest is shown in red or
blue. See Supplementary Table 3 for event calls.



Patient PB0160 on chr 9 near CDKN2A
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Supplementary Fig. 1| Copy-number analyses of drivers in matched primary tumors and brain metastases.
Each dot denotes the rescaled total copy-number (corrected for tumor purity and ploidy) in a target exome region for
normal (N), primary tumor (P), or brain metastasis sample (M). Targets within the locus of interest is shown in red or
blue. See Supplementary Table 3 for event calls.
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Supplementary Fig. 1| Copy-number analyses of drivers in matched primary tumors and brain metastases.
Each dot denotes the rescaled total copy-number (corrected for tumor purity and ploidy) in a target exome region for
normal (N), primary tumor (P), or brain metastasis sample (M). Targets within the locus of interest is shown in red or
blue. See Supplementary Table 3 for event calls.
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Supplementary Fig. 1| Copy-number analyses of drivers in matched primary tumors and brain metastases.
Each dot denotes the rescaled total copy-number (corrected for tumor purity and ploidy) in a target exome region for
normal (N), primary tumor (P), or brain metastasis sample (M). Targets within the locus of interest is shown in red or
blue. See Supplementary Table 3 for event calls.
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Supplementary Fig. 1| Copy-number analyses of drivers in matched primary tumors and brain metastases.
Each dot denotes the rescaled total copy-number (corrected for tumor purity and ploidy) in a target exome region for
normal (N), primary tumor (P), or brain metastasis sample (M). Targets within the locus of interest is shown in red or
blue. See Supplementary Table 3 for event calls.
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Supplementary Fig. 1| Copy-number analyses of drivers in matched primary tumors and brain metastases.
Each dot denotes the rescaled total copy-number (corrected for tumor purity and ploidy) in a target exome region for
normal (N), primary tumor (P), or brain metastasis sample (M). Targets within the locus of interest is shown in red or
blue. See Supplementary Table 3 for event calls.
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Supplementary Fig. 1| Copy-number analyses of drivers in matched primary tumors and brain metastases.
Each dot denotes the rescaled total copy-number (corrected for tumor purity and ploidy) in a target exome region for
normal (N), primary tumor (P), or brain metastasis sample (M). Targets within the locus of interest is shown in red or
blue. See Supplementary Table 3 for event calls.
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Supplementary Fig. 1| Copy-number analyses of drivers in matched primary tumors and brain metastases.
Each dot denotes the rescaled total copy-number (corrected for tumor purity and ploidy) in a target exome region for
normal (N), primary tumor (P), or brain metastasis sample (M). Targets within the locus of interest is shown in red or
blue. See Supplementary Table 3 for event calls.
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Supplementary Fig. 1| Copy-number analyses of drivers in matched primary tumors and brain metastases.
Each dot denotes the rescaled total copy-number (corrected for tumor purity and ploidy) in a target exome region for
normal (N), primary tumor (P), or brain metastasis sample (M). Targets within the locus of interest is shown in red or
blue. See Supplementary Table 3 for event calls.
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Supplementary Fig. 1| Copy-number analyses of drivers in matched primary tumors and brain metastases.
Each dot denotes the rescaled total copy-number (corrected for tumor purity and ploidy) in a target exome region for
normal (N), primary tumor (P), or brain metastasis sample (M). Targets within the locus of interest is shown in red or
blue. See Supplementary Table 3 for event calls.
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Supplementary Fig. 1| Copy-number analyses of drivers in matched primary tumors and brain metastases.
Each dot denotes the rescaled total copy-number (corrected for tumor purity and ploidy) in a target exome region for
normal (N), primary tumor (P), or brain metastasis sample (M). Targets within the locus of interest is shown in red or
blue. See Supplementary Table 3 for event calls.
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Supplementary Fig. 1| Copy-number analyses of drivers in matched primary tumors and brain metastases.
Each dot denotes the rescaled total copy-number (corrected for tumor purity and ploidy) in a target exome region for
normal (N), primary tumor (P), or brain metastasis sample (M). Targets within the locus of interest is shown in red or
blue. See Supplementary Table 3 for event calls.
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Supplementary Fig. 1| Copy-number analyses of drivers in matched primary tumors and brain metastases.
Each dot denotes the rescaled total copy-number (corrected for tumor purity and ploidy) in a target exome region for
normal (N), primary tumor (P), or brain metastasis sample (M). Targets within the locus of interest is shown in red or
blue. See Supplementary Table 3 for event calls.
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Supplementary Fig. 2 | Comparable detections of CNAs on fresh frozen vs. formalin-fixed tissues.
a, Frequencies of copy-number aberrations detected in fresh frozen vs. formalin-fixed tissues. Box represents interquar-

FF FFPE

purity
o 025
e 0.50
e 0.75

tile range; middle line represents median. Each point represents the frequency of copy-number event in a tumor
sample, shaded according to tumor purity.
b, Mutation rates per megabase pair for SNVs and indels detected in fresh frozen vs. formalin-fixed tissues.

FF, fresh frozen. FFPE, formalin-fixed paraffin-.embedded.

High-level amplification, > 8 total copy-number; Deep deletion, < 0.5 total copy-number;

Gain, > 3/2 normalized copy-ratio; Loss, < 1/2 normalized copy-ratio.
Normalized copy-ratio is total copy-number scaled to tumor ploidy.



