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ChIP-seq experiment  

Primary analysis 

Secondary analysis  

Enrichment  
> 5 fold,  
ChIP yield  
> 1ng,  
input size  
100 – 400 bp  

Phred score  
> 20 

Tertiary analysis 
(Differential Binding)  

FDR < 0.05  

Lib Complexity  
> 0.8,  
mapping rate 
>70%,  
Sequencing 
depth >=20M 
peak/lib 
>10,000 peaks 


