
The Sequence Manipulation Suite: Multiple Align Show

AT_IBM1-MD S V E E E G V V RV E E ENGRGG L RRH RRV S TK L ANY V D P P T D D E E DGGPKRKGKRGGNR APK-60
OSJMJ718- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -0
I
AT_IBM1-K T P K K D E EMQKNE I DEANRV T G L V KEKR AA TK I L N RKD S I I E VG EASGSMP KEVKG I R I G-120

OSJMJ718- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - M D P GNP F V R R CNSS S S V K RRVKT A ASG-27
I
AT_IBM1-K RKG E I D G E I P TK PGKKPKT T VD P R I I G YR P DNMC HQCQK S D R I VERCQT C NSKRY CHP C -180

OSJMJ718- L R - - - - - - - - - - - - - - - - - - - - - - - - - - C R VDT A A L QAKA I DK L EANSR I NNE S - - - - - - -55
I
AT_IBM1- L D TWY P L I A K E DVAKKCMF C S S T C NCR A C L R LD T K L KG I N S N L I VS E E EK V QASK F I LQ S -240

OSJMJ718- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AMLDK A D T L D V R T D E VDT E TK S KYANYMLHY -86
I
AT_IBM1- L L P H L K G I N D EQVAEKE V E A K I YG L KF E E V R PQD A KA F P D E R L Y CD I CK T S I YD L HRNCK-300

OSJMJ718- L A P H L T K L NK DQMSE I E K E A K I QR L E L S Q L S VEQ A A CRHD E R V F CDHCKT S I F D L HR SC P -146
I
AT_IBM1- S C S F D I C L S C C L E I RNGKA L A CK E DVSWNY I NRG L E Y EHGQ E GKV I EKP A NK LDDK L KDK-360

OSJMJ718-G C S Y E L C I V C CKE LREAK LMG S CK E E L F S Y PNRG P D YMHGGDGD SVP E L I N YKQGD L S SN-206
I
AT_IBM1- L DGK P D D K P KGKPKGRPKGK P DDK PKGK L KGKQD D K P DDK P D E K PVNTDHMKYP S LWKAN-420

OSJMJ718-Q S - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - K D I QWRVDSDK I Y CP P T E LG - -228
I
AT_IBM1- E AG I I T C C C G AGE LV LKR L L P DGW I S E L VN RVEK T A E AG E L L N L P E TV L E R C PC SN S DRH-480

OSJMJ718- - - - - - - - G C GNH I LQL RR I F S KDW L SK L E V DA F QM RKQ L E P S D I I GRDT C E C SC S - - - - - -276
I
AT_IBM1- I D I D S C N L L K AACREGS E DN Y L Y S P SVWDV QQDD L KH F QHHWVKGEPV I V R NV L E A T SG L -540

OSJMJ718- - - T D H A S S R K AA S REDS T DN Y I Y C P T L DNGKPE D L T H F QKHWVKGEPV I V QQV L KKMSC L -334
I
AT_IBM1- SWE PMVMH R A CRQ I SHVQHG S L KD VVA V DC L D F C E VKVN L H E F F TGYTDG R YDRMGWP L V -600

OSJMJ718- SWE P P DMWS K VHGTG - - T S P EMKN VKA I D C L SCC E V E I C T QD F F NGYYEG RMYQN LWPEM-392
I
AT_IBM1- L K L K DWP P A K V F KDNL P RHA E E F L C S L P L KHYTH P VNGP L N L A VKL PQNC L KPDMG P KT Y -660

OSJMJ718- L K L K DWP T S NH F E E L L P SHG V KYMNS L P F Q P YTN L K SG L L NV S T L L PDD I L K L DMG P KS Y -452
I
AT_IBM1-V A S G F A Q E L G RGD SVTK L HC DMS D AVN I L T H I S E V P NMQ P - - - G I GNLKKKHAEQD L KE L -717

OSJMJ718- I A YG Y A Q E L G RGD SVTK L HC D L S D AVNV LMHTA E V D P S E E Q I D A I KS LKR R HTAQN E KE C -512
I
AT_IBM1-Y S S V A N K E EMME I L ENS RQQ - - - V QNV E T D DGA LWD I F R R E D I P KL E SY I E KHHKE F RH L -774

OSJMJ718- S GNA D G N Y T S PK I CGDANE L S C P I N S E T NKGGA LWD I F R R E D V P KLKLY L D KHSKE F RH I -572
I
AT_IBM1-Y C C P V S Q V V H P I HDQNF Y L T R YH I MKL K E E YG I E PWT F NQK L GD AV L I P V G C PHQV RNL K-834

OSJMJ718-Y C S A V Q K V C N P VHDE T F Y L T E EHK RKL K E E HG I E PWT F VQK L G E AV F I P A G C PHQV RNL K-632
I
AT_IBM1- S CNK V A L D F V S P ENVS E C L R L TKQ YR L L P P NHF A K E DK L GVKKM I VHAVD K A LRD L S GEK-894

OSJMJ718- S C T K I A L D F V S P ENVKE C L S L T E D F RR L PKNHRA K E DK L E L G - - - - - - - - - - - - - - - - - - -674
I
AT_IBM1- S P E P E E K K QNMRGPKKGAAK A VAK A LKD L S P S EK K S S E A A E E E I SNG I VN A I DKG L KD L P -954

OSJMJ718- - - - - - - - - - - - - - - - - - - - - V VQN GPK P T Y P RE T I L N SQWD I L L F AYHPN S YDKV - - - - - -709
I
AT_IBM1- P S E E K S S E A K V E I SNG I V S AMDKD L EH I S S S EKK S T E E E GVKR P N I VRT Y E RRKK L G S E V -1014

OSJMJ718- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -709
I
AT_IBM1- T NA Y I D R L EMEKM -1027

OSJMJ718- - - - - - - - - - - - - - -709
I
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jmjC domain
positions of heterochromatic intron 
in the A. thaliana IBM1 (  ) and 
OSJMJ718 (  ).


