A 050990393200 (JMJ718)

[0 -4]
Nipponbare
ﬁ‘l__ud“;_ﬂ_ﬂl‘_hn At el it .
GFP ctrl ' ‘ I i| i
[0 -4]

RNAi|

i | J‘ hll. L ([ Y

V(TN || P

[0 -4]
WT

CRISPR

g2 #24

J‘_‘IM_ H T S
(LN 010

L (LA AT A,
AL PN il

I H“H‘

i
mCG [0-1] ||
mCHG [0-1] |
mCHH [0-1]
H3K9me2 [0-1]
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mCHG [0-1] |
mCHH [0-1]
H3K9me2 [0-1]
Repeat = ' 0s02g0109400 *“ 0s02¢g0109501
Gene model Free I<—<—<-lll<l<l~2l

000 508,000 510,000 512,000 514,000 516,000

CRISPR

AT IBM1 MDSVEEEGVVRVEEENGRGGLRRHRRVSTKLANYVDPPTDDEEDGGPKRKGKRGGNRAPK 60
OSIMUITAB - = - = = = = e m m e e m e e e e e e e e e e e e e e °

AT IBM1 KTPKKDEEMQKNE IDEANRVTGLVKEKRAATKILNRKDS 11 EVGEARcEmPKE[T e 1 R[] 120
OSIMUTAB = = = = =« w o m o mem e e ea e MDPGNPFVRRCNSEISEIVKRRL{TAAS[] 27

AT IBM1 K| {KGE IDGE | PTKPGKKPKTTVDPRIIGY[{PUINMCH[/CQKS[!IRIVERCQTC|ISKRYCHPC 180
OSJMJI718 L[~ - - = = = = = = = = = = s s s e e e e m e CLIVIUTAAL[F/AKA I JKLEANSRIN|JES - - - - - - 55

AT IBM1 LDTWYPL I AKEDVAKKCMFCSSTCNCRACLR)| TKLKGINSNL I\USEJE[{VQASKF I[8as 240
OSIMJI7A8 - = - = = = = & = o e e e e e e e AMEKADTLDVRTDE|DT[T[{SKYANYM[SHY 86

AT_IBM1 L KG 1D E[*|VA[LK[IV YG|AKFEEVRPQDIKAFPLISILY [JCKT S 1) 4DLHRLIC| Q]
0SJMJ718 [HA] TKLLIKD[MS[31[3K]| QRIJELSQLSVEQ[IACRHI{VF LICKTS 14D L HREICLARE]
AT_IBM1 S FDI[JLS LIGIINGL{ALACKEDVSWNj){I LE)(E QE[c/KVIEKPA[IKLDDK|SKDK 360
0SJMJ718 G YEL[J1V KGLJEA[{LMGSCKEEL F S){P P D) (M GD[c/DSVPEL I [|[YKQGD|§SSN 206

AT IBM1 LDGKPDDKPKGKPKGRPKGKPDDKPKGKLKGKADDKPDD[4PDEKPNTJHMKY[]s LWKAN 420
OSUMITAB QS - = = = = = = wmmmmm e e D1 QWR[DS[JK1 YC[JPTELG - 228

AT_IBM1 EAGIITCC AGE(SV[SK[ILLPDG|/INEISVNRVEKTAEAG|ILLNLPETVLER[4P NSDRH 480
OSJMJ718 - - - - - - - G NH 1 [Jo[AR[{11 FSKD|J/JLECKISEVDAFQMRKQL|IPSD I IGRDTCE[4S[]- - - - - 276
AT_IBM1 IDIJSCNLL|EVIC GEIELLAJL){S|JSVWDVQQD K H RN EATEIG[Y 540
0SJMJ718 - - TJHA S S R[[T.V.\S| DEITELRAI)C|JTLDNGKPE T K QQ KKMEIC|S 334
AT_IBM1 MV /HRACRQISHVQHGS L (D\VLIV DF| KVNLHE TcA4T D YDRMG| LV 600
0SJMJ718 PD[[WSKVHGTG- - TSP EM[NJ/KL\I SC| ElCTQD IN[A{YE MYQNL EM 392
AT_IBM1 [RLCRLA AP AKVIKDNIRJRLIAEEFLC LKH)&JHP VN[IP LAVK|[HJaNC P AT\ 660
osJmJy718 RGN A IATSNHFEEL NS [/[GVKYMN FQP)QINL KS[c]L VSTL DD I LLR S g 452
AT_IBM1 BGIJAQELGRGDSVTKLHCD[USDAVNIRLUIHLE PNMQP - - - GIIGN KKLIAE[:ID L L 717
[LN AP RINAN(GA(AQELGRGDSVTKLHCD|RSD AVNLL[[IHL Y\ DPSEEQIDA[IKS RRL|TA[INE C) 512
AT_IBM1 [YSSVANKEEMMEILENSRQQ - - - VQNVETDD[LNRLER S0 AMRES) 41 ELUHUARA N IL 774
0SJMJ718 SGNADGNYTSPKIICGDANELSCPINSETNKGVNS/LARAE S E-IVIAMEKLML DLCISLEAA 1) 572
AT_IBM1 RACCP\YS QUUVHAILLIQNLAARARY LT MEQRE-R YRR RA VRS ANLARCEDERYL IRV (XA, LAA S IR 834
0SJIMJI718 QAYS ALUQKL\UCNIAVLLETASSRIE E [ KRUCHGAIHAR-NAARAV-UGRCELSYFIRJA A4 VA IR 632
AT_IBM1 ‘SCKALDFVSPENVECLLTR P FLLUG L SSGVKKMIVHAVDKALRDLSGEK 894
LN AFAERS CUKIRALD FVSPENV[({ECLEIL T JIR(H K| AKEDKL ------------------ 674

AT IBM1 SPEPEEKKQNMRGPKKGAAKA\YAKAL IDLS|JS|JKKSSEAAEEEISNGIV[IAI GLKDLP 954
OSJMJ718 - = = = = = = = = = = s e e e e VUJQNGP{PTY|JR[T I LNSQWD I LLFAYHP|]S Y V- 709

AT IBM1 PSEEKSSEAKVEISNGIVSAMDKDLEHI SSSEKKSTEEEGVKRPNIVRTYERRKKLGSEV 1014

OSUMUITAB - = = = = = = = = mmmm e e e o e aeaaaaaoaae 709
AT_IBM1 TNAY IDRLEMEKM 1027
OSIMJITAB - - - = = - = == === - 700

() jmjC domain

vA positions of heterochromatic intron
in the A. thaliana IBM1 (v) and
OSJMJI718 (a).



