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Supplementary Figure S1. Functional enrichment analysis of the genes down-

regulated by vitamin D.

Supplementary Figure S2. Functional enrichment analysis of the genes up-

regulated by vitamin D.
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Supplementary Figure S1. Functional enrichment analysis of the genes down-regulated by
vitamin D. Comparative functional enrichment analysis of the genes corresponding to the probes
significantly decreasing in abundance after 24 h in response to either vitamin D2 (D2) or D3 (D3) and
of those uniquely downregulated by D3 (uniquely.D3). Only the top significant categories are shown.
Full results are provided in Supplementary File S3.
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Supplementary Figure S2. Functional enrichment analysis of the genes up-regulated by
vitamin D. Comparative functional enrichment analysis of the genes corresponding to the probes
significantly increasing in abundance after 24 h in response to either vitamin D2 (D2) or D3 (D3) and
of those uniquely downregulated by D3 (uniquely.D3). Only the top significant categories are shown.
Full results are provided in Supplementary File S3.



