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Table S1. Details of DNA oligonucleotide sequences.

Name Sequence (5'—3") Modification

. GCAGTTGATCCTTTGGATACCCTGGACCTCACGACCAT
Apt-Pri TCTGC 5'-Cy5

Ass-Pri CTAACAATTATCACTGGGTCGTGAGGT

GTACGGCAGAATCAGTGATAATTGTTAGAAGAAAAAA N
Loop Cyclization
AAATCCCAACCCGCCCTACCCTA

Molecular 5'-FAM
CGCTCTCCCAACCCGCCCTAGAGCG ,
Beacon 3-BHQ

. ATCTGTATTCATGTATTCTTGTATTACCTCACGACCATT
mApt-Pri cTGe 5'-Cy5

MUC1 mimic ATCCAAAGGATCAACTGCCGTAC 5'-FAM
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Figure S1. Polyacrylamide gel electrophoretic patterns of the assembly of DNA ternary

complex.
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Figure S2. Agarose gel electrophoretic patterns of RCA products with different

structures.
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Figure S3. Agarose gel electrophoresis patterns of the release of MUC1 mimic. (Lane

2 to lane 4 are not stained with nucleic acid dye).
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Figure S4. Isothermal titration calorimetry (ITC) analysis of the dissociation

equilibrium constant (Kd) of Apt-Pri and MUC1 mimic.
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Figure S5. Confocal laser scanning microscopy images of MUC1 labeled with Apt-Pri

by various incubated times.
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Figure S6. Confocal laser scanning microscope images of Apt-Pri labeled on MUC1

during DTA.
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Figure S7. CCK-8 analysis of cell viability. The cells had been pre-treated with various
concentrations of benzyl-a-GalNAc for 60 h. The data represent the mean + SD (error
bars) of triplicate experiments. N.S., no significance. *, p<0.05. **, p<0.01. ***,

p<0.001.
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Figure S8. CCK-8 analysis of cell viability. The cells had been pre-analyzed by DTA
with two rounds followed by culture for 24-72 hours. The data represent the mean +
SD (error bars) of triplicate experiments. N.S., no significance. *, p<0.05. **, p<0.01.

***, p<0.001.

S7



120 - |:| Untreated |:| Aptamer |:| Antibody
i N.S. N.S. NS, NS.
N.S. N.S. NS NS,

S
o 80_
—
—
2 604
%
S 40
>
I i
8 20

0

MCF7 HeLa  A549  HepG2

Figure S9. CCK-8 analysis of cell viability. The cells had been pre-incubated with
aptamer (Apt-Pri, 150 nM) or Anti-MUCL1 antibody (1:500 dilution) for 72 hours. The
data represent the mean + SD (error bars) of triplicate experiments. N.S., no

significance. *, p<0.05. **, p<0.01. ***, p<0.001.
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Figure S10. Effect of aptamer and antibody on MUC1 expression in different cell lines.
(A) Western blot results and (B) normalized expression level of MUC1 after pre-
incubated with aptamer (Apt-Pri, 150 nM) or anti-MUC1 antibody (1:500 dilution) for
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72 hours. Normalized data was derived from the gray value of western blot results in
Figure S10A. The data represent the mean + SD (error bars) of triplicate experiments.

N.S., no significance. *, p<0.05. **, p<0.01. ***, p<0.001.
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