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Figure S1: Positive ion mode mass spectrum of the PB reaction of [tmPC 16:0/18:1(9Z)]".
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Figure S2: Positive ion mode CID spectrum of [PBtmPE 16:0/18:1(92)]".
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Figure S3: Isolation and sequential charge inversion of the PB product of positive ions at m/z 778
followed by CID of [PBtmPE + PDPA - 2H] at m/z 1056.7 from bovine liver polar lipid extract.
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Figure S4: a) Post-ion/ion reaction between [PDPA - 2H]* and [PBtmPC 16:0/18:1(9Z)]"; b) Ion

trap CID of ["BtmPC + PDPA - 2H] followed by subsequent ion trap CID of [PBtmPA7J, c)
Sequential steps of CID for the C=C localization.
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Figure S5: Charge inversion of positive ion mode m/z 836 (PB product of m/z 778) followed by
multiple steps of ion trap CID and sequential CID spectrum of m/z 311.
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Figure S6: Charge inversion via ion/ion reaction with PDPA of ions at m/z 802 followed by
sequential steps of CID for fatty chain determination.



