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Figure S1. Phylogenetic relationship of CoVs based on the S gene and M gene nucleotide sequences. Related to Figure 2.
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Figure S2. Phylogenetic relationship of CoVs based on the ORF1a gene and ORF1b gene nucleotide sequences. Related to Figure 2.
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Figure S3. Amino acid sequence alignment of the N protein and its phylogeny. Highly-conserved amino acid residues in the N-protein 

marked  by colours have diagnostic potential. Related to Figure 2.
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