Figure S4:
A 3C &S/N90 and 80CT, 30RC, 5C

Adj R2 = 0.95675

Adj R2 = 0.95089

Adj R2 = 0.95246

100 A
90
80
70
60
50
40
30
204 .
104 3
0_

cLibC non-conversion (%)
cLibE non-conversion (%)

100 -
90
80 -
70
60 -
50
40
30
20
104
O_

6 1|0 2|0 Sb 4|0 Sb 6|0 7|0 8|O 9|0 160
cLibB non-conversion (%)

B  socT, 30RrC, 5C, 10MM

6 1|0 2|0 ?;0 4|0 5|0 6‘0 7|0 Sb 9|0 160
cLibB non-conversion (%)

cLibC non-conversion (%)

6 1‘0 2I0 3'0 4‘0 5;0 6‘0 7'0 8‘0 9‘0 160
cLibE non-conversion (%)

candidate sites Raw data 3C filter 3C & S/N9O filter
rRNA 885 34 5
tRNA 177 156 119
spike-ins 0 0 0
transcriptome 8,250 1,808 1,034
C D
A G u C
0 A [AAA o rene| AGA AUA .. |ACA o
8 acceptor stem G|GAAa GGA o\ pse| CUA IRNAY | goa RNA™ A
0BCT2[1K8] U9 imae| YOA UUA (s JOA IRNA®
rom . Clcaa CGA CUA CCA tRNAT®
% (el A |AAG AGG AUG o\ ps [ACG
A
88 o G|CAG AL GGGtRNAPw uG GCGtRNAA'Q G
D-loop 6)00 O %TUJC loop U |UAG UGG UUG,ppacn [UCG
0% 388 C|cac CGG CUG cce
g 3538, 8\%0
e} A |AAU AGU AUU ACU
C50 [E,C] tRNAAs tRNASer
Sl 8800 C49 [AD.E,GK] G |GAUtRNA® |GGU o p 1| GUU GCU U
88 C48 [AD,E,G,I K, U JUAU UeU VU oA [YCY rnass
fole! L,M,S,T,Y] C |CAUtRNAMet|CGU Cuu CcCcu
O 0OC38[D] variable loo A |AAC AGC AUC ACC
e g G|GAC GGC GUCtRNAASP C
C34 L1000 tRNAVe tRNAA=
anti-codon loop U luac UGG 00 CtRNAGm Lo IRNASY C
C|cac CGC cuc CCC




