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Figure 1S: Alignments of the RdRp and N gene sequences the MERS-CoV of patients 1 and 2 with other available

MERS-CoV sequences.

Sequences of patient 1 (FR1/UAE: Hu/France-UAE/1612/2013) and patient 2 (FR2: Hu/France/1631/2013) of the
RdRp (nt 15073-15254) and N (nt 29598 or 29622-29838,) gene segments were aligned with available MERS-CoV
sequences EMC: EMC/2012 (GenBank accession n°. JX869059), JOR: Jordan-N3/2012 (GenBank accession n°.
KC776174), ENGI: England-1/2012 (GenBank accession n°. KC164505), ENG/QA:
England/Qatar/2013 (GenBank accession n°® KC667074), and MUN/ABD: Munich/Abu_Dhabi/2013 (website
Universititsklinikum Bonn Institut fiir Virologie, http://www.virology-bonn.de/index.php?id=46; accessed on May

20, 2013). Dots represent identical nucleotides, hyphens represent sequence gaps.



