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Supplementary Materials

Supplementary Table S1. Oligonucleotide sequences used for /752 typing Symbiodiniaceae communities. Unique indices in
barcoding primers are bolded in the sequence and listed under “Index”.

Name Sequence (5'-3"') Index Use
ITS2-F-miseq TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGGTGAATTGCAGAACTCCGTG n/a ITS2 PCR
ITS2-R-1’1’1iS€q GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGCCTCCGCTTACTTATATGCTT n/a ITS2 PCR
Hyb_Fl_iS AATGATACGGCGACCACCGAGATCTACACATCACGTCGTCGGCAGCGTC ATCACG Indexing PCR
Hyb_F2_iS AATGATACGGCGACCACCGAGATCTACACCGATGTTCGTCGGCAGCGTC CGATGT Indexing PCR
Hyb_F3_i5 AATGATACGGCGACCACCGAGATCTACACTTAGGCTCGTCGGCAGCGTC TTAGGC Indexing PCR
Hyb_F4_i5 AATGATACGGCGACCACCGAGATCTACACTGACCATCGTCGGCAGCGTC TGACCA Indexing PCR
Hyb_FS_iS AATGATACGGCGACCACCGAGATCTACACACAGTGTCGTCGGCAGCGTC ACAGTG Indexing PCR
Hyb_F6_i5 AATGATACGGCGACCACCGAGATCTACACGCCAATTCGTCGGCAGCGTC GCCAAT Indexing PCR
Hyb_F7_i5 AATGATACGGCGACCACCGAGATCTACACCAGATCTCGTCGGCAGCGTC CAGATC Indexing PCR
Hyb_FS_iS AATGATACGGCGACCACCGAGATCTACACACTTGATCGTCGGCAGCGTC ACTTGA Indexing PCR
Hyb_F9_i5 AATGATACGGCGACCACCGAGATCTACACGATCAGTCGTCGGCAGCGTC GATCAG Indexing PCR
Hyb_Rl_i7 CAAGCAGAAGACGGCATACGAGATGGCTACGTCTCGTGGGCTCGG GGCTAC Indexing PCR
Hyb R2 i7  CAAGCAGAAGACGGCATACGAGATCTTGTAGTCTCGTGGGCTCGG CTTGTA  Indexing PCR
Hyb R3 i7  CAAGCAGAAGACGGCATACGAGATAGTCAAGTCTCGTGGGCTCGG AGTCAA  Indexing PCR
Hyb R4 i7  CAAGCAGAAGACGGCATACGAGATAGTTCCGTCTCGTGGGCTCGG AGTTCC  Indexing PCR
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Supplementary Table S2. Montastraea cavernosa Symbiodiniaceae /752 sequencing information. Site = sampling site (Fig 1.1);
Depth zone = depth zone colony from which colony was sampled (Fig 1.2); /752 PCR cycles = number of PCR cycles to amplify
Symbiodiniaceae /752; Sequencing pool = random sequencing pool assignment; i5 index = forward index; 17 index = reverse

complement of reverse index.

Sampling Depth ITS2 PCR  Sequencing
Sample ID date Site zone (m) cycles pool i5Index  i7 Index
CBC_MCAV 001 03/23/17 RW 25 24 3 CAGATC GCGGAC
CBC_MCAV 002 03/23/17 RW 25 24 1 CGATGT GGAACT
CBC_MCAV 003 03/23/17 RW 25 24 2 ACTTGA TTTCAC
CBC_MCAV 004 03/23/17 RW 25 24 1 CGATGT TTGACT
CBC MCAV 005 03/23/17 RW 25 22 1 ACAGTG GCGGAC
CBC_MCAV 006 03/23/17 RW 25 24 3 ACAGTG GTAGCC
CBC_MCAV 007 03/23/17 RW 25 24 2 TTAGGC GCGGAC
CBC_MCAV 008 03/23/17 RW 25 24 3 ACTTGA GGCCAC
CBC_MCAV 009 03/23/17 RW 25 24 2 ACAGTG GGACGG
CBC MCAV 010 03/23/17 RW 25 24 1 ATCACG CTCTAC
CBC_MCAV 011 03/23/17 RW 25 28 2 CGATGT TGACAT
CBC _MCAV 012 03/23/17 RW 25 28 3 ACAGTG CTCTAC
CBC_MCAV 013 03/23/17 RW 25 28 2 ACAGTG TTTCAC
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Supplementary Table S3. Test results from permutational multivariate analysis of variance (PERMANOVA; 9,999 permutations) of

Symbiodiniaceae /752 type profiles from M. cavernosa colonies and pairwise comparisons between all depth zones (FDR corrected)
without 35 m samples. Non-significant tests are listed as “ns”.

Test Comparison  Pseudo-F  p-value

Overall  Depth 5.6348 0.0002
Site 1.4764 ns
Depth:Site 1.2106 ns

Depth I0mvs16m 0.9838 ns
I0mvs25m 9.0844 0.0006
l6mvs25m 9.4051 0.0006
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