
27 bp insertion in coding seq. in grey box 

9 aa insertion in amino acid seq. in blue bot 

SNP leading to stop codon in red box 

Translation termination in yellow box 

 

>AC08-045 PRR2 coding seq.  

ATGATTTGCATTGAGGATGAATTATTGGGTTGGAAAGATTTCCCAAAGGGGCTTAAAGTCCTGCTCCTTGATGAAGATAGCAACTCTGCTGCTGAGATGAAATCAAGGCTTGAG

AAAATGGACTATATAGTCTACACGTTCTGCAATGAGAGTGAAGCTTTGTCTGCAATCTCTAGCAAATCCGAGGGCTTTCATGTTGCCATTGTGGAGGTAAGTGCAGGCGATAATG

ATGGGGTCCTCCAATTTCTTGAAAGTGCCAAAAATCTACCAACTATAATGACATCAAATATTCATTCTCTCAGCACAATGATGAAGTGTATTGCGCTTGGTGCAGTTGAGTTCCTT

CAGAAACCATTATCAGATGACAAACTCAAAAATATATGGCAGCATGTAGTTCACAAGGCATTCAATGCTAGAAAGGATGTGTCCGGACCACTTGAGCCGGTAAAAGAATCTCTT

CTTTCGATGCTACAGCTACAACCAGAAAAGGGTGAACCAGATGACAAAAGTTCAAATGGAACAGAACCTCTCATTGCAGTTGCGGACAACAATACCGAACAGTCATCAGGCT

GTGATAAATACCCTGCTCCCTCAACCCCTCAATTGAAACAAGGAGTGCGGTCAGTGGATGATAGTGACTGCCATGATCATACTATCTTCTCAACTGACCAAGACAGTGGGGAGC

ATGATGGTGACACTAAATCCGTCGAAACTACTTATAACAATTCACTTGCTGAGAATACTGTCCAAATAAGTCCTCCTGGGCAACAAGAAGATATAATTTTGAAAGAGGAGAATG

GTTCATCTCCTCATCAAACTATGGAGGCTGATATTGCTACCTTTTCACAAATTAATGACTGCGCTGACAATAGTGATGGTTCATCTCCTCATCAAAAGACGGAGGCTGATATTGCT

ACTACCTCTTCACAAAGTAAAGACTGCCCTGACAATAGCATTAGTCATTCTGCTGAACCTAGTAAAGCTTCTGGTCCCCATAGCTCAAGTGGGACTAAATCCAATAAGAAAAAG

GTGAAGGTAGATTGGACACCTGAACTACACAAAAAGTTTGTTCAAGCAGTAGAGCAACTTGGTATAGATCAAGCCATTCCTTCTCGAATACTAGACGTGATGAAAGTGGAGGG

CTTAACGAGACATAACATAGCTAGCCATCTCCAGAAATACAGAATGCATCGGAGGCAAATTTTGCCAAGGGAAGTGGAAAGGAGATGGCCCCATCCGCAACCTAGAGATTCA

GTACAAAGGAATTACTATCCTCATAAACCTGTCATGACATTCCCACCATATCATTCTAATCATGTCGCCCCAGCTGGTCAATGTTATCCTGCTTGGGTACCACCGGCTAGTTATCCG

AATGGTTTACAAGTGTGGGGTTCACCTTACTATCCGGGATGGCAGCCTGCAGAGACTTGGCACTGGAAGCCTCATCCAGGGCTGCTTGCTGATACATGGGGCTCCCCTGTCAT

GCCACCATCGTTTGGATCGTATCCACCATATCCCCAGAATGCTGGAATGTACCAGTCTCACGGAATGCATAACAGATATAGCATGCTAGAGAAGTCATTCGATGTTCACCCGGCA

GAGGAGGTGATTGATAAAGTAGTAAAGGAGGCAATAACCAAACCATGGTTACCACTTCCTTTGGGCTTAAAACCTCCTTCCATGGAGGGTGTACTCGACGAGCTTTCTAGACA

AGGAATCTCAACCGTCCCTCCACGAATCAATGGCTCTCGATGTTGGAGATGA 

 

 

 



 

>AC08-201 PRR2 coding seq. 

ATGATTTGCATTGAGGATGAATTATTGGGTTGGAAAGATTTCCCAAAGGGGCTTAAAGTCCTGCTCCTTGATGAAGATAGCAACTCTGCTGCTGAGATGAAATCAAGGCTTGAG

AAAATGGACTATATAGTCTACACGTTCTGCAATGAGAGTGAAGCTTTGTCTGCAATCTCTAGCAAATCCGAGGGCTTTCATGTTGCCATTGTGGAGGTAAGTGCAGGTGATAATG

ATGGTGTCCTCCAATTTCTTGAAAGTGCCAAAAATCTACCAACTATAATGACATCAAATATTCATTCTCTCAGCACAATGATGAAGTGTATTGCGCTTGGTGCAGTTGAGTTCCTTC

AGAAACCATTATCAGATGACAAACTCAAAAATATATGGCAGCATGTAGTTCACAAGGCTTTCAATGCTAGAAAGGATGTGTCCGGACCACTTGAGCCGGTAAAAGAATCTCTTC

TTTCGATGCTACAGCTACAACCAGAAAAGGGTGAACCAGATGACAAAAGTTCAAATGGAACAGAACCTCTCATTGCAGTTGCGGACAACAATACCGAACAGTCATCGGGCTG

TGATAAATACCCTGCTCCCTCAACCCCTCAATTGAAACAAGGAGTGCGGTCAGTGGATGATAGTGACTGCCATGATCATACTATCTTCTCAGCTGACCAAGACAGTGGGGAGCA

TGATGGTGACACTAAATCCGTCGAAACTACTTATAACAATTCACTTGCTGAGAATACTGTCCAAATAAGTCCTCCTGGGCAACAAGAAGATATAATTTTGAAAGAGGAGAATGGT

TCATCTCCTCATCAAACTATGGAGGCTGATATTGCTACCTTTTCACAAATTAATGACTGCGCTGACAATAGTGATGGTTCATCTCCTCATCAAAAGACGGAGGCTGATATTGCTAC

TACCTCTTCATAAAGTAAAGACTGCCCTGACAATAGCATTAGTCATTCTGCTGAACCTAGTAAAGCTTCTGGTCCCCATAGCTCAAGTGGGACTAAATCCAATAAGAAAAAGGT

GAAGGTAGATTGGACACCTGAACTACACAAAAAGTTTGTTCAAGCAGTAGAGCAACTTGGTATAGATCAAGCCATTCCTTCTCGAATACTAGACGTGATGAAAGTGGAGGGCT

TAACGAGACATAACATAGCTAGCCATCTCCAGAAATACAGAATGCATCGGAGGCAAATTTTGCCAAGGGAAGTGGAAAGGAGATGGCCCCATCCGCAACCTAGAGATTCAGT

ACAAAGGAATTACTATCCTCATAAACCTGTCATGACATTCCCACCATATCATTCTAATCATGTCGCCCCAGCTGGTCAATGTTATCCTGCTTGGGTACCACCGGCTAGTTATCCGAA

TGGTTTACAAGTGTGGGGTTCACCTTACTATCCGGGATGGCAGCCTGCAGAGACTTGGCACTGGAAGCCTCATCCAGGGCTGCTTGCTGATACATGGGGCTCCCCTGTCATGC

CACCATCGTTTGGATCGTATCCACCATATCCCCAGAATGCTGGAATGTACCAGTCTCACGGAATGCATAACAGATATAGCATGCTAGAGAAGTCATTCGATGTTCACCCGGCAGA

GGAGGTGATTGATAAAGTAGTAAAGGAGGCAATAACCAAACCATGGTTACCACTTCCTTTGGGCTTAAAACCTCCTTCCATGGAGGGTGTACTCGACGAGCTTTCTAGACAAG

GAATCTCAACCGTCCCTCCACGAATCAATGGCTCTCGATGTTGGAGATGA 

 

 

 

 

 

 



 

>AC08-045_Amino acid seq. 

MICIEDELLGWKDFPKGLKVLLLDEDSNSAAEMKSRLEKMDYIVYTFCNESEALSAISSKSEGFHVAIVEVSAGDNDGVLQFLESAKNLPTIMTSNIHSLSTMMKCIALGAVEFLQKPL

SDDKLKNIWQHVVHKAFNARKDVSGPLEPVKESLLSMLQLQPEKGEPDDKSSNGTEPLIAVADNNTEQSSGCDKYPAPSTPQLKQGVRSVDDSDCHDHTIFSTDQDSGEHDGD

TKSVETTYNNSLAENTVQISPPGQQEDIILKEENGSSPHQTMEADIATFSQINDCADNSDGSSPHQKTEADIATTSSQSKDCPDNSISHSAEPSKASGPHSSSGTKSNKKKVKVDW

TPELHKKFVQAVEQLGIDQAIPSRILDVMKVEGLTRHNIASHLQKYRMHRRQILPREVERRWPHPQPRDSVQRNYYPHKPVMTFPPYHSNHVAPAGQCYPAWVPPASYPNGLQV

WGSPYYPGWQPAETWHWKPHPGLLADTWGSPVMPPSFGSYPPYPQNAGMYQSHGMHNRYSMLEKSFDVHPAEEVIDKVVKEAITKPWLPLPLGLKPPSMEGVLDELSRQGIS

TVPPRINGSRCWR- 

 

 

 

>AC08-201_Amino acid seq. 

MICIEDELLGWKDFPKGLKVLLLDEDSNSAAEMKSRLEKMDYIVYTFCNESEALSAISSKSEGFHVAIVEVSAGDNDGVLQFLESAKNLPTIMTSNIHSLSTMMKCIALGAVEFLQKPL

SDDKLKNIWQHVVHKAFNARKDVSGPLEPVKESLLSMLQLQPEKGEPDDKSSNGTEPLIAVADNNTEQSSGCDKYPAPSTPQLKQGVRSVDDSDCHDHTIFSADQDSGEHDGD

TKSVETTYNNSLAENTVQISPPGQQEDIILKEENGSSPHQTMEADIATFSQINDCADNSDGSSPHQKTEADIATTSS*SKDCPDNSISHSAEPSKASGPHSSSGTKSNKKKVKVDW

TPELHKKFVQAVEQLGIDQAIPSRILDVMKVEGLTRHNIASHLQKYRMHRRQILPREVERRWPHPQPRDSVQRNYYPHKPVMTFPPYHSNHVAPAGQCYPAWVPPASYPNGLQV

WGSPYYPGWQPAETWHWKPHPGLLADTWGSPVMPPSFGSYPPYPQNAGMYQSHGMHNRYSMLEKSFDVHPAEEVIDKVVKEAITKPWLPLPLGLKPPSMEGVLDELSRQGIS

TVPPRINGSRCWR- 

 

 

 


