
Table S4: Sequence of shRNAs used in this study 

shRNA Sequence (5ʹ→3ʹ) REFERENCE 

FANCJ # 1 GTACAGTACCCCACCTTAT Litman et al. 2005 

FANCJ # 2 AGCTTACCCGTCACA Litman et al. 2005 

BRCA1 GTGTGCAGCTGAGAGGCA Gorski et al., 2010 

MRE11 ACAGGAGAAGAGATCAACT Xie et al.,2009 

CtIP GCTAAAACAGGAACGAATCTT Yu et al., 2004 

DNA2 CAGTATCTCCTCTAGCTAG Thangavel et al., 2015 

EXO1 CAAGCCTATTCTCGTATTTTT Karanja et al., 2012 

53BP1  GATACTGCCTCATCACAGT Squatrito et al., 2012 

BLM CCGAATCTCAATGTACATAGA Berti et al.,2013 
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