Figure S1. Termini and TSDs of newly characterized families of Academ from the fungus Puccinia coronata. TSDs are colored in red.
Positions of TEs are shown in parentheses. Up to 20 sequences are shown for each family.

Puccinia coronata

AcademH-1 PCor

PGCI01000065.1_[144956-151367]

GGACGCACATTTTTCCGAACTTAACCCAAGCCCCTCGCCTGCCGCAGGCAGGGGCGCGCAGCGCCTCGCG/ /AGACCCTGCGGGGCTGCCCCCCGGGGGCTCTCACTCAGAGGCT TTGTTAAGCTCGACATTTTTCACGCTC
PGCI01000304.1_[2522-8929]

TTCTGATGAGTGAGGCGAACTTAACCCAAGCCCCTTGCCTGCCGCAGGCAGGGGCGCGCAGCGCCTCGCG/ /AGACCCTGCGGGGCTGCCCCCCGGGGGCTCTCACTCAGAGGCT TTGT TAAGCTCGTGAGTGAGGAGGGTT
PGCI01000703.1_[22681-29089]

AGTATGGAGACAACGCGAACTTAACCCAAGCCCCTCGCCTGCCGCAGGCAGGGGCGCGCAGCGCCTCGCG/ /AGACCCTGCGGGGCTGCCCCCCGGGGGCTCTCACTCAGAGGCTTTGTTAAGCTCGGAGACAACGGTGAGG
PGCI01000804.1_[40186-33807]

CGCCGCGCCTTTTGGCGAACTTAACCCAAGCCCCTCGCCTGCCGCAGGCAGGGGCGCGCAGCGCGACCTC //AGACCCTGCGGGGCTGCCCCCCGGGGGCTCTCACTCAGAGGCTTTGTTAAGCTCGGCCTTTTGGGAGTTG
PGCI01001031.1_[6359-12770]

GGACGCACATTTTTCCGAACTTAACCCAAGCCCCTCGCCTGCCGCAGGCAGGGGCGCGCAGCGCCTCGCG/ /AGACCCTGCGGGGCTGCCCCCCGGGGGCTCTCACTCAGAGGCTTTGTTAAGCTCGACATTTTTCACGCTC

AcademH-2_PCor
PGCI01000061.1 [42194-36049]

CAGGCCATTTGATCCCTAACTTAACGCAAGTCCATCGCTTT CTGGGCCT GCAAA//TTGCATCCGGGCCCTTCGGGCCCCCGATTACCATT 'TAGTTAAGC' TTGATCCTAGGGA
PGCI01000266.1_[73642-79789]
GGAGTGTATCCACCACTAACTTAACGCAAGTCCATCGCTTT CTGGGCCTGGGCCT // TCGCATCCGGGCCCTTTGGGCCCCCAATTACCATTGGGAGGCT TAGTTAAGCTAGATCCACCAAGGGCCA
PGCI01000656.1_[41733-35594]
CAGGCCATTTGATCCCTAACTTAACGCAAGTCCATCGCTTT CTGGGCCT GCAAA//TTGCATCCGGGCCCTTCGGGCCCCCAATTACCATT 'TAGTTAAGC' TTGATCCTAGGGA

AcademH-3 PCor
PGCI01000109.1_[231140-224926]

CCTTGGGACGTTTGTCTAGCTTAACACAAGCCCCTCCTTGTC C TGCCAGGCCGGCG// CCGGTGCGCCH CCCCGGCCCTCCGAAGC! TGTGTTAAGCTAGGACGTTTG' GAA
PGCI01000242.1_[44725-38513]

GGGACCGAGGTCTTCCTAGCTTAACACAAGCCCCTCCTTGTT CGGGTATTGCCAGGCCGGCG//CCGGCGCGCCH CCCCGGCCCTCCGAAGC! TGTGTTAAGCTAGGAGGTCTTCCCATTT
PGCI01000258.1_[101603-107817]

CCTTGTGGTGCTACTCTAGCTTAACACAAGCCCCTCCTTGTCGGAGGGGCCGGGTATTGCCAGGCCGGCG/ /CCGGCGCGCC CCCCGGCCCTCCGAAGC! TGTGTTAAGCTAGGGTGCTACTGCGGCG
PGCI01000681.1_[32706-26492]

GGGACTGAGGTCTTCCTAGCTTAACACAAGCCCCTCCTTGTT CGGGTATTGCCAGGCCGGCG//CCGGCGCGCCH CCCCGGCCCTCCGAAGC! TGTGTTAAGCTAGGAGGTCTTCCCATTT
PGCI01000710.1_[91354-97548]

CCTTGTGGTGCTACTCTAGCTTAACACAAGCCCCTCCTTGTCGGAGGGGCCGGGTATTGCCAGGCCGGCG/ /CTCGCTTCGCGAGGCGCCCCCGGCCCTCCGAAGC TGTGTTAAGCTAGGGTGCTACTGCGGCG

AcademH-4 PCor

PGCI01000041.1 [362047-368041]

GACCATGTACAGTGECTAGCTTAACCCAAGCCCCTCGCTT(‘AGAGGGCC‘AGGTATTGCCTGGCGGCGCGA//GAL:LL,L, TCCGGGCGGGTCCCCCGGACCCTCCGTTC 'TAGT" 'TAGGTACAGTGGCTGGAA
PGCI01000077.1_[300954-294960]

ACCCCAGAGACCCCCCTAGCTTAACCCAAGCCCCTCGCTTCAGAGGGCCAGGTATTGCCTGGCGGCGCGA //GAGCCCTCCGGGCGGGTCCCCCGGACCCTCCGTTCGAGAGGCTTAGT TAGGCTAGGAGACCCCCTATATA
PGCI01000992.1_[46282-40286]

TCCCGCACTTTTGGACTAGCTTAACCCAAGCCCCTCGCTTCAGAGGGCCAGGTATTGCCTGGCGGCGCGA //GAGCCCTCCGGGCGGGTCCCCCGGACCCTCCGTTCGAGAGGCTTAGTTAGGCTAGACTTTTGGATCCCGC
PGCI01001013.1_[36272-42266]

GACCATGTACAGTGGCTAGCTTAACCCAAGCCCCTCGCTTCAGAGGGCCAGGTATTGCCTGGCGGCGCGA //GAGCCCTCCGGGCGGGTCCCCCGGACCCTCCGTTC 'TAGT" 'TAGGTACAGTGGCTGGAA

AcademH-5 PCor

PGCI01000059.1_[152087-158486]

GAAAAGGCTTGAACGCTAGCTTAACTAAGCCTCGCGAGCACGAGCACGAAGTGCGAGTGCGAGCAAAGGC //AGCCTCGCTCGCACTCGCACT TCGTGCTCGTGCTCGCAAGGCTTAGT TAAGCTAGGCTTGAACGGCCGTA
PGCI01000076.1_[50568-44173]

CATACCACTTGAATACTAGCTTAACTAAGCCTCGCGAGCACGAGCACGAAGTGCGAGTGCGAGCGAGGCT //AGCCTCGCTCGCACTCGCACT TCGTGCTCGTGCTCGCGAGGCTTAGT TAAGCTAGACTTGAATAGAAGTG
PGCI01000889.1_[51199-44803]

GGCAACAGGTTCATTCTAGCTTAACTAAGCCTTGCGAGCACGAGCACGAAGTGCGAGTGCGAGCGAGGCT //AGCCTCGCTCGCACTCGCACT TTGTGCTCGTGCTCGCGAGGCTTAGT TAAGCTAGAGGT TCATTGTTGAA

AcademH-6_PCor
PGCI01000146.1_[198602-191669]

GGCTGAGGTCAGTTTCTAACTTAACTAAGTCCCACCCTCCGTCCGCGGCCGAGTGGTTTAGCATGTGCTT //GTCCCTGCGGGACAAGTCCCCCCTCCGACATAAC 'TAGTTAAGTTAGGGTCAGTTTCGTCCT
PGCI01000447.1_[28647-21684]

AACGGTGTATAAACCCTAACTTAACTAAGTCCCACCCTCCGTCCGCGGCCGAGTGGTTTAGCCTGTGCTT //GTCCCTGCGGGACAAGTCCCCCCTCCGACATAAC! 'TAGTTAAGTTAGGTATAAACCACTCTC
PGCI01000652.1_[33638-26674]

AGGTCCACTGCAACACTAACTTAACTAAGTCCCACCCTCCGTCCGCGGCCGAGTGGTTTAGCATGTGCTT //GTCCCTGCGGGACAAGTCCCCCCTCCGACATAAC! 'TAGTTAAGTTAGACTGCAACAGTGGGT
PGCI01000819.1_[3472-10437]

ATGTACATACATTCCCTAACTTAACTAAGTCCCACCCTCCGTCCGCGGCCGAGTGGTTTAGCATGTGCTT //GTCCCTGCGGGACAAGTCCCCCCTCCGACATAAC! 'TAGTTAAGTTAGATACATTCCCCACTT
AcademH-7 PCor

PGCI01000057.1_[11836-5549]

GGGATAGGCTCAACGCTAACTTAACAACAAGTCCCTCGAATCH CTGGGCGGGCGCARAGCGCCC// TTCGCATCCGGGCCCTTTGGGCCCCCGATCCCATCH 'TAGTTAAGCTAGGGCTCAACGTATATG
PGCI01000233.1_[142080-135790]

GGGATAGGCTCAACGCTAACTTAACAACAAGTCCCTCGAATCH CTGGGCGGGCGCARAGCGCCC// TTCGCATCCGGGCCCTTTGGGCCCCCGATCCCATCH 'TAGTTAAGCTAGGGCTCAACGTATATG
PGCI01000617.1_[100323-106629]

AAAAGCAATTACAACCTAACTTAACAACAAGTCCCTCAAATT CTGGGCGGGCGCGAAGCGCCC// TTCGCATCCGGGCCCTTCGGGCCCCCAATCCCATTGGGGGGCTTAGTGAAGCTAGAATTACAACCCGGAC

AcademH-8 PCor

PGCI01000236. 13116731—109987]

TTAAGGCACTTACGGCGAACTTAACAAAGTCCCGCTGGGAGGGCCCCCGGCCCGCGCCAGCGGGACTTAT // TCCCCGGTGGGGT TTTTCACCCCCGGGCAACGAGCCAAGGACTTAGT TAAGTTTGCACT TACGGTAGAAA
PGCI01000779.1_[46486-39754]

TTAAGGCACTTACGGCGAACTTAACAAAGTCCCGCTGGGAGGGCCCCCGGCCCGCGCCAGCGGGACTTAT // TCCCCGGTGGGGT TTTTCACCCCCGGGCAACGAGCCAAGGACTTAGT TAAGTTTGCACT TACGGTAGAAA

AcademH-9 PCor
PGCI01000237.1_[78845-82788]

CACCACCACCCGCACGAACTTAACAACAAGCCCCTATTCCCTGCTGTGCGCGGCTTATGCATGTGGGTGA / /CCTCTC AGAGACCCTGCGGGGCTCCTCC TTGT TCGGCAAGTCTTGCGCC
PGCI01001038.1_[15743-9062]
ATATGTGCGGCATTCGAACTTAACAGCAAGCCCCTATTCCCTGCTGTGCGCGGCTTATGCATGTGGGTGA //CCTCTC AGAGACCCTGCGGGGCTCCTCC TTGT TCGTGCGGCATTGTGCT

AcademH-10_PCor
PGCI01000025.1_[92364-98915]

GTGGAGCCCAAGGAGCTAGCTTAACACAAGCACCTCCTTGTCAGAGGCGCCTGGTATCGCCAGGCGGGGG/ /CTCGCTTCGCGAGGCGCCCCCGGCCCTCCGAAGC TGTGTTAAGCTAGAAGGAGAGATGAACT
PGCI01001069.1_[20777-27328]
GTGGAGCCCAAGGAGCTAGCTTAACACAAGCACCTCCTTGTCAGAGGCGCCTGGTATCGCCAGGCGGGGG/ /CTCGCTTCGCGAGGCGCCCCCGGCCCTCCGAAGC TGTGTTAAGCTAGAAGGAGAGATGAACT

AcademH-11 PCor

PGCI01000089. 1_[T69178—162307]

GAATGGATTTCTTCACAAACTTATCAAAGTCCCAGACCCTGCCTGGTCGCCACGTTTAGTGTGGTGCTGC //AGCCTCGCTTGCACCTCACGCCTCTCGGCGGTGCTCGCGGGCTTTGTTACGCTCGATTTCTTCAATCATC
PGCI01000759.1_[37404-30533]

GAATGGATTTCTTCACAAACTTATCAAAGTCCCAGACCCTGCCTGGTCGCCACGTTTAGTGTGGTGCTGC //AGCCTCGCTTGCACCTCACGCCTCTCGGCGGTGCTCGCGGGCTTTGTTACGCTCGATTTCTTCAATCATC

AcademH-12 PCor
PGCI01000197.1_[138671-132496]

ATCGTACGTTGAGCCGAACTTAACACAAGTCCCTCGGCCTGCAGCAGGCAGGCGCCTCCCGTCAGGGAGG / / TTTGCGACGCGGGGTCCCCCCGGGACCCTCCAATCH 'TAGTTAAGCTTGCGTTGAGCCTACAGT
PGCI01000702.1_[82403-76228]
GCAGTGTGTACAGTCGAACTTAACACAAGTCCCTTGGCCTGCCGCAGGCAGGCGCCTCCCGTCAGGGAGG/ / TTTGCGACGCGGGGTCCCCCCGGGACCCTCCAATC 'TAGTTAAGCTTGCGTTGAGCCTACAGT

AcademH-13 PCor
PGCI01000002.1_[630013-636400]

AAATGGGTGTAAATGCTAACTTAACACAAGTCCCGCCCGACCGCGGGAGGGACTTGCAATGTATGTCACA//GAGCGCTCCGCGCGGGGTCCCCCGGACCCTCCGTTC! TTGTTAAGCTTGTGTAAATGGAGGAC
PGCI01000009.1_[754354-766839]

ATATGCAACCGCGGTGTAACTTAACACAAGTCCCTCCCGACCGC GGCGAAGCCGCCCTCCTG/ /GAGCGCTTCGCGCGGGGTCCCCCGGACCCTCCGTTC! TTGTTAAGCTCGACCTATCTGGACAG
PGCI01000161.1_[28490-20378]

AAGGATACAGGGCTGCTAACTTAACACAAGTCCCGCCCGACCGCGCGGGAGGGACTTTCAATGTATGTCA//GAGCGCTCCGCGCGGGGTCCCCCGGACCCTCCGTT TTGTTAAGCTCGACAGGGCTGTACAG

PGCI01000672.1_[32690-39075]



AAATGGGTGTAAATGCTAACTTAACACAAGTCCCGCCCGACCGCGGGAGGGACTTGCAATGTATGTCACA//GAGCGCTCCGCGCGGGGTCCCCCGGACCCTCCGTTCGAGTGGCTTTGTTAAGCTTGTGTAAATGGAGGAC

AcademH-14_PCor
PGCI01000316.1_[64813-58721]

TAGCCCTTTAAGCTGCTAACTTAACACAAGTCC! TGCGGCGCTGTGTAAGCACTGTTGCTTGCG//GCGCTCCGCGCGGGGTCCCCGGGACCCTCCGTTCGCGAGGCTTATGTTAAGCTAGTTTAAGCTGAGTCTG
PGCI01001193.1_[13458-7363]
TAGCCCTTTAAGCTGCTAACTTAACACAAGTCC! TGCGGCGCTGTGTAAGCACTGTTGCTTGCG//GCGCTCCGCGCGGGGTCCCCGGGACCCTCCGTTCGCGAGGCTTATGTTAAGCTAGTTTAAGCTGAGTCTG

AcademH-15 PCor
PGCI01000058.1_[40551-33361]

GAGCTGGGAACTAATCAAACTTAACACAAGTCCCTTGCCTGCCGGAGGCAGGGGCGCARAGCGCGACCTC/ /CTCTGT AGATACCCTGCGGGGCCCTCACTT TTGTTAAGCTCGGGAACTAATTGGGTT
PGCI01000614.1_[28142-20953]
GAGCTGGGAACTAATCAAACTTAACACAAGTCCCTTGCCTGCCGGAGGCAGGGGCGCAAAGCGCGACCTC/ /CTCTGT AGATACCCTGCGGGGCCCTCACTT TTGTTAAGCTCGGGAACTAATTGGGTT

AcademH-16 PCor

PGCI01000213. 1_[T41445—148248]

AAATTGATGCCTGTGCAAACTTAACAACAAGTCTGCCTGCTTGCAGGGCCGGGCGGGGCTTAGACGCGTT // TGGACAGCTTCGCTGCTTGCCTCCACTCCTCGAAGTTGAGGCTTAGT TAAGGT TGATGCCTGTGAGTCAA
PGCI01000923.1_[38223-45024]

AAATTGATGCCTGTGCAAACTTAACAACAAGTCTGCCTGCTTGCAGGGCCGGGCGGGGCCTAGACGCGTT // TGGACAGCTTCGCTGCTTGCCTCCACTCCTCGAAGTTGAGGCTTAGT TAAGGT TGATGCCTGTGAGTCAA

AcademH-17 PCor
PGCI01000153.1_[111495-118261]
AGGCACATGGGGGGCCTAACTTAACAAAGTCCCTCTGTAACTTTGTGCGAGTCCCAAAGGGCCTTTGAAG//CTTCGGAGGCCCTTCGGGACTCGCACGAAGT TACAGAGGGACT TTGTTAAGTTAGATGGGGGGCCATTTT

AcademH-N1 PCor

PGCI01000021.1_[303006-302131]

TTGTAAGTGGCATCTCTAACATAAGTAAGTCCCCTCTGGGACGGGCCCCGCAGGGCCCCTCGTGAGAGGG/ /GGCGCTCCGTGGGGT TCCCGGCGCCTGCCACCAGGGTGGACTTGTGT TAAGTTAGGTGGCATCTCAAAGT
PGCI01000035.1_[363059-363873]
AGGGTGAGCATCCATCTAACTTAACTAAGTCCCCTCTGGGACGGGCCCCGCAGGGCCCCTTGTGAGAGGG//GGCGCTCTGCGGGGTTCCCGGCGCCTGCCACCAGGGTGGACTTGTGTTAAGTTAGAGCATCCATGCTGAT
PGCI01000050.1_[304837-305651]

GAAGCAAGCAGATACCTAACTTAACTAAGTCCCCTC! CCTGCAGGGCCCC! / /GGCGCTCCGC 'TCCCGGCGCCTGCCACCAGGGTGGACTTGTGTTAAGTTAGAGCAGATACATACTC
PGCI01000094.1_[136872-137689]

GGGGTGCATACTCTACTAACTTAACTAATTAGTCCCCTCTGGGAAGAGCCCCGCAGGGCCCCTCGTGAGA //GGCGCTCCGCGGGGT TCCCGGCGCCTGCCACCAGGGTGGACTTGTGTTAAGTTAGCATGCTCTAGGGAAA
PGCI01000122.1 [30311-31124]

ACGTCATAAACAAGTCTAACTTAACTAAGTCCCCTCTGAGACGGGCCCCGCAGGGCCCCTC / / GGCGCTCCGCH 'TCCTGGCGCCTGCCACCAGGGTGGACTTGTGTTAATTTAGTAAACAAGTGGTACT
PGCI01000185.1_[48388-49203]
TGACTGCTGTTGAGTCTAACTTAACTAAGTCCCCTCT! CCCGCAGGGCCCCTC / / GGCGCTCCGCH 'TCCCGGCGCCTGCCACCAGGGTGGACTTGTGTTAAGTTAGCTGTTGAGTGAGGTC
PGCI01000237.1_[17740-16927]
AAGTAGGGGTGTGTGCTAACTTAACTAAGTCCCCTCTGGGACGGGCCCCGCTGGGCCCC! // GGCGCTCCGC 'TCCCGGCGCCTGCCACCAGGGTGAACTTGTGTTAAGTTAGGGGTGTGTGGAGGAG
PGCI01000290.1_[30319-29506]
TGGAGGTGTCAACACCTAACTTAACTAAGTCCCCTCTGGGACGGGCCCCGCAGGGCCCCTC / / GGCACTCCGC CCTGCACCTGCCACCAGGGTGGACTTGTGTTAAGTTAGTGTCAACACCTTGAT
PGCI01000425.1_[22294-23095]
ACACGTGAAAAGGACCTAACTTAACTAAGTCCCCTCTGGGACGGGCCCCTGATGAGAGGGGACTTATGAC/ /GGCGCTCTGC! CCAGCGCCTGCCACC: 'GGACTTGTGTTAAGTTAGGAAAAGGACCAGCAT

PGCI01000521.1_[15283-16100]
GTGTTGTGGTAGTATCTAACTTAACTAAGTCCCCTCTGGGACGGGCCCCGCAGGGCCCCTCGTGAGAGGG//GGCGCTCTGCGGGGTTCCCGGCGCCTGCCACCAGGGTGGACTTGTGTTAAGTTGGTGGTAGTATCATGCC
PGCI01000607.1_[129700-128825]

TTGTAAGTGGCATCTCTAACATAAGTAAGTCCCCTCTGGGACGGGCCCCGCAGGGCCCCTCGTGAGAGGG/ / GGCGCTCCGTGGGGTTCCCGGCGCCTGCCACCAGGGTGGACTTGTGT TAAGTTAGGT GGCATCTCAAAGT
PGCI01000620.1_[63524-64341]

GGGGTGCATACTCTACTAACTTAACTAATTAGTCCCCTCTGGGAAGAGCCCCGCAGGGCCCCTCGTGAGA // GGCGCTCCGCGGGGTTCCCGGCGCCTGCCACCAGGGTGGACTTGTGT TAAGTTAGCATGCTCTAGGGAAA
PGCI01000658.1_[103380-104194]

GAAGCAAGCAGATACCTAACTTAACTAAGTCCCCTC! CCTGCAGGGCCCC! / / GGCGCTCCGCH 'TCCCGGCGCCTGCCACCAGGGTGGACTTGTGTTAAGTTAGAGCAGATACATACTC
PGCI01000669.1_[71661-72475]

AGGGTGAGCATCCATCTAACTTAACTAAGTCCCCTCTGGGACGGGCCCCGCAGGGCCCCTTGTGAGAGGG / / GGCGCTCTGCGGGGT TCCCGGCGCCTGCCACCAGGGTGGACTTGTGTTAAGTTAGAGCATCCATGCTGAT
PGCI01000784.1_[14226-13413]

AAGTAGGGGTGTGTGCTAACTTAACTAAGTCCCCTCTGGGACGGGCCCCGCTGGGCCCC! // GGCGCTCCGC 'TCCCGGCGCCTGCCACCAGGGTGAACTTGTGTTAAGTTAGGGGTGTGTGGAGGAG
PGCI01000858.1_[19358-20159]
ACACGTGAAAAGGACCTAACTTAACTAAGTCCCCTCTGGGACGGGCCCCTCATGAGAGGGGACTTATGAC//GGCGCTCTGC! CCAGCGCCTGCCACC: 'GGACTTGTGTTAAGTTAGGAAAAGGACCAGCAT
PGCI01001027.1_[30792-31607]
TGACTGCTGTTGAGTCTAACTTAACTAAGTCCCCTCT CCCGCAGGGCCCCTC / / GGCGCTCCGCH 'TCCCGGCGCCTGCCACCAGGGTGGACTTGTGTTAAGTTAGCTGTTGAGTGAGGTC
PGCI01001028.1_[26106-26919]
ACGTCATAAACAAGTCTAACTTAACTAAGTCCCCTCTGAGACGGGCCCCGCAGGGCCCCTC / / GGCGCTCCGC 'TCCTGGCGCCTGCCACCAGGGTGGACTTGTGTTAATTTAGTAAACAAGTGGTACT

PGCI01001141.1_[15327-16144]
GTGTTGTGGTAGTATCTAACTTAACTAAGTCCCCTCTGGGACGGGCCCCGCAGGGCCCCTCGTGAGAGGG//GGCGCTCTGCGGGGTTCCCGGCGCCTGCCACCAGGGTGGACTTGTGTTAAGTTGGTGGTAGTATCATGCC
PGCI01001428.1_[5762-6561]

AAGAGGGCTCTATATCTAACTTAACTAAGTCCCCTCTGGGACGGGCCCTGCAGGGCCCCTC / / GGCACTCCGC CCGGCGCCTGCCACCAGGGTGGACTTGTGTTAAGTTAGGCTCTATATATACTA

AcademH-N2_PCor
PGCI01000029.1_[327719-328510]

TGGACGAGTGCGCAGCTAGCTTAACCCAATCCCCTTGCTTCAGAGGGCCAGGTATTGCCTGGCGGCGCGA // GAGCCCTCC 'CCCCGGACCCTCCGTTT 'TAGT" TAGAGTGCGCAGGTGGCA
PGCI01000033.1_[48246-47454]

AGCCAACGTTGCCCCCTAGCTTAACCCAATCCCCTTGCTTCAGAGGGCCAGGTATTGCCTGGCGGCGCAA //GAGCCCTCCGGGCGGGTCCCCCGGACCCTCCGTTCGAGAGGCTTAGT TAGCGTTGCCCCCACATG
PGCI01000046.1_[126632-127423]

CTTCCCTTTTACCTGCTAGCTTAACCCAATCCCCTTGCTTCAGAGGGCCAGGTATTACCTGGCGGCGCGA //GAGCCCTCCGGGCGGGTCCCCCGGACCCTCTGTTC 'TAGT" 'TTTACCTG'
PGCI01000050.1_[222118-222909]

AAGGAGAAATCATCCCTAGCTTAACCCAATCCCCTTGCTTCAGAGGGCCAGGTATTGCCTGGCGGCGCGA //GAGCCCTCCGGGCGGGTCCCCTGGACCCTCCGTTC TAGAAATCATCCTCGGTG
PGCI01000059.1_[269133-269924]

TTGTTAACCATCAAGCTAGCTTTACCCCAATCCCCTTGCTTC C CTGGCGGCGCG//AGAGCCCTCCGGGCGGGTCCCCGGACCCTCCGTTC 'TAGT" 'TAGACCATCAAGCAGGGA

PGCI01000073.1_[176862-176088]

AACTTGGGTGTGCAACTAGCTTAACCCAATCCCCTTGCTTCAGAGGGCCAGGTATTGCCTGGCGGCGCAA //GAGCCCTCCGGGCGGGTCCCTTGGACCCTCCGTTCAAGAGGCTTAGT TAGGCTAGGGTGTGCAACACCGA
PGCI01000076.1_[33876-34667]

CCGTTGGGTACAGTTCTAGCTTAACCCAATCCCCTTGCTTCAGAGGGCCAGGTATTGCCTGGCGGCGCGA //GAGCCCTCCGGGCGGGTCCCCCGGACCCTCCGTTCGAGAGGCTTAGT TAGGCTAGGGTACAGTTGCGGAC
PGCI01000126.1_[80136-79345]

GATTGGGGTGTTGATCTAGCTTAACCCAATCCCCTTGCTTCAGAGGGCCAGGTATTGCCTGGCGGCGCGA //GAGCCCTCCGGGCGGGTCCCCCGGACCCTCCGTTCAAGAGGCT TAGTTAGGCTAGGGTGTTGATGTAGTG
PGCI01000131.1_[66969-67760]

CCAGCAACTCCCACACTAGCTTAACCCAATCCCCTTGCTTCAGAGGGCCAGGTATTGCCTGGCGGCGCGA/ /GAGCCCTCCGGGCGGGTCCCCCGGACCCTCCGT TCGAGAS TGGT TAGCTCCCACAGGGGTCG
PGCI01000148.1_[110233-109442]

AGGCACTGCTAGTGGCTAGCTTAACCCAATCCCCTTGCTTCAGAGGGCCAGGTATTGCCTGGCGGCACGA //GAGCCCTCCGGGCGGGTCCCCCGAACCCTCCGTTC 'TAGT" TAGTGCTAGTGGCTGGGA
PGCI01000235.1_[19272-18482]

TGCCCGGTCTCAGTGCTAGCTTAACCCAATCCCCTTTCTTCAGAGGGCCAGGTATTGCCTGGCGGCGCAA //GAGCCCTCCGGGCGGGTCCCCCGGACCCTCTGTTT TTAGTTAGGCTAGGTCTCAGTGTTGGTA
PGCI01000252.1_[41740-42517]

CGGCTTCCTGCGGAACTAGCTTAACCCAATCACCTTGCTTCAGAGGGCCAGGTATTGCCTGGCGGCGCGA //GAGCCCTCC! GA( 'CCCCGGACCCTCCGCTCAAGAGGCTTAGT! 'TAGCCTGTGGAAGCGCCT
PGCI01000261.1_[96046-96835]

TCGCAGGCTGCAGAGCTAGCTTAACCCAATCCCCTTGCTTCAGAGGGCCAGGTATTGCCTGGCGGCGCGA // GAGCCCTCC 'CCCCGGACCCTCCGTTT 'TAGT" TAGGCTGCAGAGTGGCTG
PGCI01000277.1_[73189-72398]

TCGGCACCTGTTGCCCTAGCTTAACCCAATCCCCTTGCTTCAGAGGGCCAGGTATTGCCTGGCGGCGTGA //GAGCCCTCCGGGCGGGTCCCCCGGACCCTCCGTTT 'TAGT" 'TAGCCTGTTGCCTAGGGA

PGCI01000340.1_[77488-78279]

AGCGCCAACTGCAGCCTAGCTTAACCCAATCCCCTTGCTTCAGAGGGCCAGGTATTGCCTGGCGGCGCGA //GAGCCCTCCGGGCGGGTCCCCCGGACCCTCCGTTCGAGAGGCT TAGTTAGGCTAGCTGCAGCCAGCCCTG
PGCI01000408.1_[2412-1621]

GTCCGTAGAGAGAGCCTAGCTTAACCCAATCCCCTTGCTCCAGAGGGCCAGGTATTGCCTGGCGGCGCGA //GAGCCCTCCGGGCGGGTCCCCCGGACCCTCCGTTT 'TAGT" TAGAGAGAGAGCGGTCCA
PGCI01000415.1_[44845-44054]

AGATGAGGAAAGGGGCTAGCTTAACCCAATCCCCTTGCTTCAGAGGGCCAGGTATTGCCTGGCGGCGCGA //GAGCCCTCCGGGCGGGTCCCCCGGACCCTCCGTTCGAGAGGCTTAGT TAGGCTAGGGARAGGGGCAGGGA
PGCI01000446.1_[26088-26879]

AGATGAGGAAAGGGGCTAGCTTAACCCAATCCCCTTGCTTCAGAGGGCCAGGTATTGCCTGGCGGCGCAA //GAGCCCTCCGGGCGGGTCCCCCGGACCCTCCGTTCGAGAGGCTTAGT TAGGCTAGGGARAGGGGCAGGGA
PGCI01000610.1_[92321-91547]

AACTTGGGTGTGCAACTAGCTTAACCCAATCCCCTTGCTTCAGAGGTCCAGGTATTGCCTGGCGGCGCAA //GAGCCCTCTGGGCGGGTCCCCCGGACCCTCCGTTCAAGAGGCTTAGT TAGGCTAGGGTGTGCAACACCGA
PGCI01000677.1_[74422-73631]

GATTGGGGTGTTGATCTAGCTTAACCCAATCCCCTTGCTTCAGAGGGCCAGGTATTGCCTGGCGGCGCGA//GAGCCCTCCGGGCGGGTCCCCCGGACCCTCCGTTCGAGAGGCT TAGTTAGGCTAGGGTGTTGATGTAGTG

AcademH-N3 PCor
PGCI01000010.1_[658468-659179]

ACGGGTAGGGTGATGCTAACTTAACACAAGTCCCTCCAATCGGAGGGCCTGGTAGCCTGGCTCGCGGCAA //GAGCCCTCCGGGCGGGTCCCCCAGACCCTCCGTTCAAGA! TTGTTAAGCTAGAGGGTGATGCATCTT
PGCI01000011.1_[235103-234352]

ATGGTGGGCCAGCAGCTAACTTAACACAAGTCCCTCCAATTGGAGGGCCTGGTAACCTGGGCGGGCGCAA //GAGCCCTCCGGGCGGGTCCCCCGGACCCTCCGTTCGAGA TTGTTAAGCTAGGGCCAGCAGCGTGTA
PGCI01000011.1_[236877-236118]

ATCCCACCATAGGACCTAACTTAACACAAGTCCCTCCAATCGGA( CTGGTAACCTGGGCAGGTGCAA//GAGCCCTCCGGGCAGGTCCCCCGGACCCTCCGTTT 'TAGTTAGGCTAGCCATAGGACCAGGAA
PGCI01000024.1_[35771-36528]

CACTCACTTTGAACACTAACTTAACACAAGTCCCTCCAATCGGAGGGCCTGGCARCCTGGGCGGGCGCGA //GAGCCCTCCGGGCGGGTCCCCCGGACCCTCCGTTT TTGT 'TAGCTTTGAACACAGATT

PGCI01000067.1_[122865-123605]
CAGCACGGAGTAGCCCTAACTTAACACAAGTCCCTCCAATCAGAGGGCCTGGTAACCTGGGCGGGCACAA/ /GAGCCCTCCGGGCGGGTCCCCCGGACCCTCCGTTC 'TAGT" TAGGGAGTAGCCTGAGCG




PGCI01000134.1_[171100-171857]

CAGTAGCCAACACTTCTAACTTAACACAAGTCCCTCCAATCGGAGGGCCTGGTAACCTGGGCGGGCGCGA //GAGCCCTCCGGGCGGGTCCCCCGGACCCTCCGTTC
PGCI01000201.1_[141089-141846]

CGGGCGCGCGCCACCCTAACTTAACACAAGTCCCTCCAATCGGAGGGCCTGGTAACCTGGGCGGGCGCAA/ /GAGCCCTCCGGGCGGGTCCCCCGGACCCTCCGTTC

PGCI01000234.1_[35308-36047]

ACCCCCCTAATAGACCTAACTTAACACAAGTCCCTCCAATCAGAGGTCCTGGTAACCTGGGCGGGCGCAA //GAGCCCTCCGGGCGGGTCCCCCGGACCCTCCATTCH
PGCI01000261.1_[47928-47189]

'TAGT" 'TAGCCAACACTTGGGGTT
AGA TT AAGCTAGCGCGCCACCGGCCGC
GA( TTGTTAAGCTAGCTAATAGACATGCAT

TGAAGGAGTAATCCECTAAATTAACACAAGTCCCTC@ATTGGAGGGCCTGGTAACCCCCTCGCCGC‘AAA//GAL:LL,L, TCCGGGCGGGTCCCCCGGACCCTCCATTT
PGCI01000264.1_[74585-75341]

TTAGTTAGGCTAGAGTAATCCCCGGCGC

AACACCTCTCTGGCTCTAACTTAACACAAGTCCCTCCAATCGGAGGGCCTGGTAACCTGGGTGGGCGCAA//GAGACCTCCGGGCGGGTCCCCCGGACCCTCCGTTC
PGCI01000400.1_[4509-3752]

AACATGGCTGGTCAACTAACTTAACACAAGTCCCTCCAATCGGAGGGCCTGGTAACCTGGGCGGGCGCAA //GAGCCCTCCGGGCGGGTCCCCCGGACCCTCCATTCH
PGCI01000610.1_[142435-141678]

TTGTTAAGCTAGTCTCTGGCTCATCAT

GAGGCTTAGTTAGGCTAGGCTGGTCAAGCAGTT

GCCCGCTTATCACCCCTAACTTAACACAAGTCCCTCCAATCGGAGGGCCTGGTAGCCTGGGCGGGCGCAA/ /GAGCCCTCCGGGCGGGTCCCCCGGACCCTCCGTTC
PGCI01000623.1_[142074-142831]

CAGTAGCCAACACTTCTAACTTAACACAAGTCCCTCCAATCGGAGGGCCTGGTAACCT 'GGGCGGGCGCGA//GAGCCCTCCGGGCGGGTCCCCCAGACCCTCCGTTT

TTGTTAAGC! TATCACCCTGGGCG

PGCI01000644.1_[112313-113050]

PGCI01000676.1_[72972-73728]

PGCI01000709.1_[18638-19377]

ACCCCCCTAATAGACCTAACTTAACACAAGTCCCTCCAATCI
PGCI01000891.1_[49119-49830]

AcademH-N4_PCor
PGCI01000017.1 [132485-133271]

'TAGT" 'TAGCCAACACTTGGGGTT

ACCCTGAAGGCTTGCCTAACTTAACACAAGTCCCTCCAATCAGAGGGCCTGGTAACCTGGGCGGGCGCAA //GAGCCCTCCGGGCGGGTCCCCCGGACCCTCCGTTC TTGTTAAGCTAGRA( TTGCAGGCTA
AACACCTCTCTGGCTCTAACTTAACACAAGTCCCTCCAATCGGAGGGCCTGGTAACCTGGGTGGGCGCAA //GAGACCTCCGGGCGGGTCCCCCGGACCCTCCGTTC TTGTTAAGCTAGTCTCTGGCTCATCAT
CTGGTAACCTGGGCGGGTGCAA//GAGCCCTCCGGGCGGGTCCCCCGGACCCTCCAT TCGAGA TTGTTAAGCTAGCTAATAGACATGCAT
ACGGGTAGGGTGATGCTAACTTAACACAAGTCCCTCCAATCGGAGGGCCTGGTAGCCTGGCTCGCGGCAA / /GAGCCCTCCGGGCGGGTCCCCCAGACCCTCCGT TCARGAS TTGTTAAGCTAGAGGGTGATGCATCTT
CGGGACCCCC: GCC//AGTCCTCTTTACAATGGGCCCTCCGGGCCTCCC TAGTTAAGT AGAAGGTGGTAATA

AAATCTAAGAAGGTGCTAATTTAACACAAGCCCTCCTTCT

PGCI01000024.1_[329360-328576]

GAAGGTGTCTTTCCTCTAACTTAACACAAGCCCTCCTTCT CGGGACCCCCGCGGAGCGCC//AGTCCCCTCTACAA CCTCCGGGCCTCCC

'TAGTTAAGTTAGGTCTTTCCTTATCCT

PGCI01000025.1_[62241-63013]
GACCGCAAGTATCTTCTAACTTAACACAAGCCCTCCTCTTGGGAGGAGCCGGGACCCCAGCGGAGCGCCT //GGATTTAAGT CATAAGTCTCCTCTACAAGTCC!

TTAGCTAAGT! AGTATCTTGCAGGT

PGCI01000034.1_[143009-142215]
AAATATAGCAGAAATCTCACTCAACACAAGCCCTCCTTCT

TGGGACCCCC

’CCC//AGTCCCCTCTACAA CCTCCGGGCCTCCC

'TAGTTAAGT" CAGAAATGTTCTT

PGCI01000164.1_[184911-184123]

TACATATTCAGTGGCCTAACTTAACACAAGCCCTCCTTCT
PGCI01000187.1_[54115-54903]

CGGGAATCCTGATGAGCGCC//ATTACCCTCTACAA CCTCTGGGCCTCC

'TAGTTAAGTTAGTTCAGTGGCTTGCTT

AGTTTGGGGTTTCATCTAACTTGACACAAGCCCTGCTTCT CGGGACACCCGCAGAGCGCC//AGTCCCCTCTACK CCTCCGGGCCTCTT TAGTTAAGT GGGTTTCATTGGATT
PGCI01000193.1_[53011-53807]
CTTAACCAAGTCCCCCTAGCTTAACACAAGCCCTCCTTCT CAGGACCCCCACH C/ / TACAAGGTCTAC CCTCCGGGCCACCC TAGTTAAGT AAGTCCCCCCTGTC
PGCI01000245.1_[58894-59679]
CCCAAGGCCCCAACCCTAACTTAACACAAGCCCTCCTTCT TGGGACCCCCGCAGAGCGCT / /AGTCCCCTCTAC CCTCCGGGCCTCC TAGTTAAGTTAGGCCTAAGCCACTGCC

PGCI01000716.1_[43724-42940]

TCCGGGCCTCCC

GAAGGTGTCTTTCCTCTAACTTAACACAAGCCCTCCTTCT
PGCI01000728.1_[91832-92604]

CGGGACCCCCGCAGAGCGCC//AGTCCCCTCTACAA CC

'TAGTTAAGTTAGGTCTTTCCTTATCCT

GACCGCAAGTATCTTCTAACTTAACACAAGCCCTCCTCTTGGGAGGAGCCGGGACCCCAGCGGAGCGCCT //GGATTTAAGTCATAAGTCTCCTCTACAAGTCC! 'TTAGCTAAGT" AGTATCTTGCAGGT
PGCI01000730.1 [74417-75202]

CCCAAGGCCCCAACCCTAACTTAACACAAGCCCTCCTTCT TGGGACCCCCACAGAGCGCC//AGTCCCCTCTAC CCTCCGGGCCTCCC 'TAGTTAAGT" CTAAGGCACTGCC
PGCI01000938.1_[9277-10063]

ACTACCCTGTAGAGGCTAACTTAACACAAGCCCTCCTTCT CGGGACCCCCGCGGAGCGCC//AGTCCCCTCTACAA GCCCTTCAGGCCTCCC 'TAGTTAAGTTAGCTGTAGAGGTAGGTA
PGCI01000978.1 [7209-7996]

AAATCTAAGAAGGTECTAATTTAACACAAL;L,L,L,L,L,L,11L,; CGGGACCCCC. GCC//AGTCCTCTCTACAATGGGCCCTCCGGGCCTCCC 'TAGTTAAGT AGAAGGTGGTAATA
PGCI01001353.1_[3096-3892]

CTTAACCAAGTCCCCCTAGCTTAACACAAGCCCTCCTTCT CAGGACCCCCAC C//TACAAGGTCTAC CCTCCGGGCCACCC TAGTTAAGT AAGTCCCCCCTGTC
AcademH-N5 PCor

PGCI01000006.1_[119690-119060]

GTACAATAGACCTTTCTAACTTAACTAAGTCTCTCCTTTGGCGGGAGCTTGAGTTT AAAG//GCTTCGCCACCGCCARACTCAAGCTCCCGCATA 'TAGTTAAGT GACCTTTGGGGTC

PGCI01000007.1_[570967-570334]

ATACCGGTCATTGAGCTAACTTAACTAAGTCTTTCCTTTGGCGGGAGCTTGAGTTT GAAG//CTTTGCCACCCGCCAAACTCAAGCTCCCGCATA 'TTGTTAAGTTAGGTCATTGAGGTTCAT
PGCI01000111.1_[49333-49966]
AGGTTGAAAATTCAGCTAACTTAACTAAGTCTCTCCTTTGGCGGGAGCTTGAGTTT GAAG//CTTCGCCACCCGCCAAACTCAAGCTCTTGCATA TATTTAAGT AAATTCAGGTGTCT
PGCI01000828.1_[74579-73954]
GTACAATAGACCTTTCTAACTTAACTAAGTCTCTCCTTTGGCGGGAGCTTGAGTTT AAAG//GCTTCGCCACCGCCAAACTCAAGCTCCCGCATA 'TAGTTAAGT GACCTTTGGGGTC
PGCI01000982.1_[20026-20659]
AGGTTGAAARATTCAGCTAACTTAACTAAGTCTCTCCTTTGGCGGGAGCTTGAGTTT GAAG//CTTCGCCACCCGCCAAACTCAAGCTCTTGCATA 'TATTTAAGT AAATTCAGGTGTCT

PGCI01001089.1_[16449-15816]

ATACCGGTCATTGAGCTAACTTAACTAAGTCTCTCCTTTGGCGGGAGCTTGAGTTT GAAG//CTTTGCCACCCGCCAAACTCAAGCTCCCGCATA

AcademH-N6_PCor
PGCI01000008.1_[89787-89027]

GGGGGGCGGCTACGCCTAACTTAACACAAGTCCCAACCGC
PGCI01000025.1_[4704-3952]
TGGCTGGTTGCAAAGCTAACTTAACACAAGTCCCGACCGC
PGCI01000055.1_[13765-13011]

GGCGTAGCCGCCCTCCTG/ .

CACATGTTGTCATCCCTAACTTAACACAAGTCCCAACCGC
PGCI01000055.1_[40022-39267]

ACGACCAACTCAACCCTAACTTAACACAAGTCCCGACCGC
PGCI01000064.1_[321075-321817]

TTCCTGGCCGCGCGGCTAACTTAACACAAGTCCCGACTGC
PGCI01000065.1_[53206-53968]

GGCGTAGCCGCCCTCCCGCAGG/

TTCCTGGCCGCGCAGCTAACTTAACACAAGTCCCGACCTT GGCGTAGCCGCCCTC/,

PGCI01000084.1_[286073-285316]

GCGCTCCGCTT

GGGGGGCGGCTACGCCTAACTTAACACAAGTCCCAACCGC
PGCI01000198.1_[21858-21109]

GGCGTAGCCGCCCTCCTGCAGG/.

TGGACTCAGCGCAGGCTAACTTAACACAAGTCCCGACCGC
PGCI01000590.1_[13595-12841]

GGCGTAGCCGCCCTCCCGCAGG/

CACATGTTGTCATCCCTAACTTAACACAAGTCCCAACCGC GGCGTAGCCGCCCCCCCGCAGGG/,

PGCI01000645.1_[2856-2098]

ACGACCAACTCAACCCTAACTTAACACAAGTCCCAACCGC
PGCI01000728.1_[2079-1327]
TGGCTGGTTGCAAAGCTAACTTAACACAAGTCCCGACCGC

GTAGCCTCCCTCCTG/.

AcademH-N7 PCor

PGCI01000005.1_[94293-95063]
CACCCACATCAGTCACGAACTTAACACAAGTCCTATCCTTCTCCGGGCGGGGCA! T
PGCI01000005.1 [143498-144264]
ATTAGCATATAAGCTCAAACTTAACACAAGTCCTATCCTTCTCTGGGCGGGGCA T
PGCI01000023.1_[262193-262964]
AATAGAGCTTGGTTACGAACTTAACACAAGTCCTATCCTTCTCCGGGCGGGGCAL T
PGCI01000031.1_[277705-278475]
TGCGTGTAAGAATGCCGAACTTAACACAAGTCCTATCCTTCTCCGGGCGGGGCA! T
PGCI01000060.1_[19124-19891]
CTCTATCCTTGATTCCGAACTTAATACAAGTCCTATCCTTCTCCGGGCGGGGC T
PGCI01000886.1_ [15660-16426]
ATTAGCATATAAGCTCAAACTTAACACAAGTCCTATCCTTCTCTGGGCGGGGCA T
PGCI01000912.1 [28274-29042]
CTCTATCCTTGATTCCGAACTTAATACAAGTCCTATCCTTCTCCGGGCGGGGCA T

AcademH-N8 PCor
PGCI01000002.1_[93364-93493]

'TTGTTAAGTTAGGTCATTGAGGTTCAT

GCGCTCCGCGCGGGGTCCCCGGGACCCTCCGTTCGCGAGGCTTATGT TAAGCTAGGGACACGCCCGACCA
GGCGTAGCCGCCCTCCCGCAGG//GCGCTCCGCGCGGGGTCCCCGGGATTCTCCGTTTGCGAGGCTTATGT TAAGCTAGGT TGCARAGCGACCC
GGCGTAGCCGCCCCCCCGCAGG//AGCGCTTCGCGCGAGGTCCCGGGACCCTCCGTTCGCGAGGCTTATGTTAAGCTAGTTGTCATCCAATGAA

GTAGCCTCCCTCCTGCAG/ /GCGCTCCGCGCGGGGTCCCCGGGACCCTCCGTTCGCGAGGCTTATGT TAAGCTATAACT CAACCGATGCA
CTCCTCCGCCCGGGGTCCCCGGGACCCTCCGTTTGCGAGGCTTATGT TAAGCTAGGCCGCGCGGCATCTG
CCCGGAAACCTCCGTTTGCGAGGCTTATGTTAAGCTAGGCCGCGCGGCATCTG
GCGCTCCGCGCGGGGTCCCCGGGACCCTCCGTTCGCGAGGCTTATGT TAAGCTAGGGACACGCCCGACCA
GCGCTCCGCGCGGGGTCCCCAGGAACCTCCGTTCGCGAGGCTTATGT TAAGCTAGCAGCGCAGGACGGTT
GCGCTTCGCGCGAGGTCCCCGGGACCCTCCGTTCGCGAGGCTTATGT TAAGCTAGTTGTCATCCAATGAA
GCGCTCCGCGCGGGGTCCCCGGGACCCTCCGTTCGCGAGGCTTATGT TAAGCTATAACTCAACCGATGCA

GGCGTAGCCGCCCTCCCGCAGG//GCGCTCCGCGCGGGGTCCCCGGGATTCTCCGTTTGCGAGGCTTATGT TAAGCTAGGT TGCARAGCGACCC

GGGTCGCA//CCCAGACCTGCCCAACAGGTCCCCCGTCTCACCACAAGAGGCT TAGTTAAGCTCGCATCAGTCAGGGGTT
TGCA//CCCAGACCTGCCCAACAGGTCCCCTGTCTCACCACAAGAGGCTTATTTAAGCT TGATATAAGCTGAAGTC
TGGTCGCA//CCCAGACCTGCCCAACAGGTCCCCTGTCTCACCATGAGAGGCT TAGTTAAGCTTGGCTTGGTTAGTAATA
TGGTCGCA//CCCAGACCTGCCCAACAGGTCCCCCGTCTCACCACAAGAGGCTTAGT TAAGCTCGTAAGAATGCCAATTG
TGGTCGCG//CCCAGACCTGCCCAACAGGTCCCCCGTCTCATCACAAGAGGCT TAGTTATGCTCGCCTTGATTCAGAGCC
TGCA//CCCAGACCTGCCCAACAGGTCCCCTGTCTCACCACAAGAGGCTTAGT TAAGCT TGATATAAGCTGAAGTC

TGGTCGCG//CCCAGACCTGCCCAACAGGTCCCCCGTCTCATCACAAGAGGCTTAGT TATGCTCGCCTTGATTCAGAGCC

CATACGCAGTAATACCGAACTTAACGCAAGCCCCTATTCCCTCTTGTGCGCGGCTTGTAATGCGGTGTGA/ / TTGTGAGACACAGAGACCCTGCGGGGCTCCTCACC
PGCI01000016.1_[12529-12389]

TTTGTCAGGCTCGCAGTAATACCAATCG

ACTCTAGGGCATTACCGAACTTAACGCAAGCCCCTATTCCCTGCTGTGCGCGGCTTGCAATGCGGTGTGA / / GCAGCAGGGACCCTGCGCCTGCGGGGCTCCTCACCH
PGCI01000018.1_[377712-377574]

'TTGTTAGGCTCGGGGCATTACTGATTG

GACCTTGCCTCATCGCGAACTCAACGCAAGCCCCTATTCCCTGCTGTGCGCGGCTTGCAATGCGGTGTGA/ /CTGT
PGCI01000022.1_[521371-521508]

ACAGAGACCCTGCGGGGCTCCTCACC!

'TTGTTAGGCTTGGCCTCATCGGGGACA

ATGCTGGGCCGCTACCGAACTTAACGCAAGCCCCTATTCCCTGCTGTGCGCGGCTT GCAATGCGGTGTGA//ACCGCAGACACAGAGACCCTGCGGGGCTCCTCACCAAGAGGCT TTGTTAGGCTCGGGCCGCTACAGGTGG

PGCI01000103.1_[175672-175819]

ACAGAGACCCTGCGGGGCTCCTCACC

TTTGCTAGGCTCGGTTTGAGCTGCTTTC

AACCCAGCTTGAGCTCAARACTTAACGCAAGCCCCTATTCCCTGCTGTGCGCGGCTTGCAATGCGGTGTGA/ /GGGT



PGCI01000106.1_[86774-86923]
TGACGGGAATAATCACGAACTTAACGCAAGCCCCTATTCCCTGCTGTGCGCGGCTTGCAATGCGGTGTGA //GGCGCAGGCACAGAGACCCTGCGGGGCTCCTCACCGAGACGCT TTGTTAGGCTCGGAATAATCACAATTA
PGCI01000295.1_[97279-97146]

CTGTGGGCTCCAACACGAACTTAATGCAAGCCCCTATTCCCTGCTGTGCGCGGCTTGCAATGCGGTGTGA//CTGT ACAGAGACCCTGCGGGGCTCCTCACC! 'TTGTTAGGCTCGGCTCGAACACAGCCC
PGCI01000609.1_[60613-60742]
CATACGCAGTAATACCGAACTTAACGCAAGCCCCTATTCCCTGCTGTGCGCGGCTTGTAATGCGGTGTGA// TTGT! ACAGAGACCCTGCGGGGCTCCTCACC! TTTGTCAGGCTCGCAGTAATACCAATCG

PGCI01000754.1_[13360-13509]
TGACGGGAATAATCACGAACTTAACGCAAGCCCCTATTCCCTGCTGTGCGCGGCTTGCAATGCGGTGTGA //GGCGCAGGCACAGAGACCCTGCGGGGCTCCTCACCGAGACGCT TTGTTAGGCTCGGAATAATCACAATTA
PGCI01000913.1_[32380-32247]
CTGTGGGCTCCAACACGAACTTAATGCAAGCCCCTATTCCCTGCTGTGCGCGGCTTGCAATGCGGTGTGA//CTGT ACAGAGACCCTGCGGGGCTCCTCACC! 'TTGTTAGGCTCGGCTCGAACACAGCCC

AcademH-N9 PCor
PGCI01000022.1_[370013-369164]

CACACCTGTCAGTCACAAACTTAACGCAAGCCCCAATTCCCTGCTGTGCGCGGCTTGCAA' GTGA//CTGT ACAGAGACCCTGCGGGGCTCCACACC! 'TTGTTAGGCTCGGTCAGTCACATTTCA
PGCI01000072.1_[286860-287696]

GTGACCAGTGATTTCCAAACTTAACGCAGCCCCTATTCCCTGCTGTGCGCGGCTTGCAATGC //TC ACAGAGACCCTGCGGGTCTCCTCACCK TGTTAGGCTTGGTGATTTTCTGATGG
PGCI01000608.1_[127205-126356]

CACACCTGTCAGTCACAAACTTAACGCAAGCCCCAATTCCCTGCTGTGCGCGGCTTGCAA' GTGA//CTGT ACAGAGACCCTGCGGGGCTCCACACC! 'TTGTTAGGCTCGGTCAGTCACATTTCA
PGCI01000862.1_[39982-40830]

TGACCAGTGATTTTCCAAACTTAACGCAAGCCCCTATTCCCTGCTGTGCGCGGCTTGCAATGCGGTGTGA//CTGT ACAGAGACCCTGCGGGTCTCCTCACC! 'TTGTTAGGCTTGGTGATTTTCTGATGG

AcademH-N10 PCor
PGCI01000067.1_[163440-165620]
AACAGGATTCATACCCTAACTTAACAAAGTCCCTCTGTAACTTCGTGCGGGTCCCAARGGGCCTCCGAAG/ /CCTT! CCTTT 'CCACACGAAGTTAC] 'TGTTAAGTTAGATTCATACCCTTGTT

AcademH-N11 PCor
PGCI01000010.1_[26631-25284]

TACATGGACTGGGGACTAACTTGACACAAGTCCTTGGGGGCTGCTGCGACTGCCGCTTGCGGGTCCCCCC//GCGCTT! CCCGGGACCCTCCGTTTGCAAGGCTTATGTTAAGCTAGGACTGGGGAAGGGAG
PGCI01000012.1_[125430-124059]

TCACCTGGTCTAGATCTAACTTGACACAAGTCC TGCTGCGCTGTGTGAGACTGCCGCTTGCG//GCGCTCCGCGCGGGGTCCCCGGGACCCTCCGTTCGCGAGGCTTATGT TAAGCTAGGGTCTAGATGGTGTG
PGCI01000030.1_[264254-265627]

TCCAATCATGCAACTCTAACTTGACACAAGTCC! TGCTGCGCTGTGTGACACTGCCGCTTGCG//GCGCTCCGCGCGGGGTCCCCGGGACCCTCCGTTTGCGAGGCTTATGT TAAGCTAGCATGCAACTGTACAG
PGCI01000046.1_[295360-296725]

GACAAGCAGTGGATCCTAACTTGACACAAGTCC! TGCTGCGCTGTGTGACACTGCCGCTTGCA/ /GCGCTCTGCGCGGGGTCCCCGGGACCCTCCGTTCGCGAGGCTTATGT TAAGCTAGCAGTGGATCCAACGG
PGCI01000628.1_[100257-98885]

TCACCTGGTCTAGATCTAACTTGACACAAGTCC! TGCTGCGCTGTGTGAGACTGCCGCTTACG//GCGCTCCGCGCGGGGTCCCCGGGACCCTCCGTTCGCGAGGCTTATGT TAAGCTAGGGTCTAGATGGTGTG
PGCI01000815.1_[12455-13820]

GACAAGCAGTGGATCCTAACTTGATACAAGTCC TGCTGCGCTGTGTGACACTGCCGCTTGCG/ / GCGCTCCGCGCGGGGTCCCCGGGACCCTCCGTTCGCGAGGCTTATGT TAAGCTAGCAGTGGATCCAACGG

AcademH-N12 PCor
PGCI01000106.1_[172665-173449]

TAATGTGGTCCTGCCCTAGCTTATCACAAGCCTCTGGTCCTGCGCTTCAGCTGGCCCCGCGGGGCGCGGG/ /GCGGGGACGCTGGGCCCTT 'CCGCTCCGCTT 'TAGTTATGCTTGGGTCCTGCCTATGTA
PGCI01000191.1_[1953-2750]
TTTATATATCTTCTCCTAGCTTATCACAAGCCTCTGGTCCTGCGCTTCAGCGGACCGC! GCGGG//GT GCCGGGCCCTT CTGCTCCAATCAAGAGGCTTAGTTAAGCTTGTATATCTTCATGTTG

AcademH-N13 PCor

PGCI01000009.1_[611668-608324]

ATACTATACACACCCCGAACTTAACGCAAGCCCCTTTTCCCTGCTGTGAGCGGCTTGCAATGC! GG/ /GACCCTGCAGGGCTGCCCCCCAGGGGCTCTCACTCAAGAGGCTTTGTTAAGCTTGTACACACCCACCACC
PGCI01000643.1_[56889-53550]

ATACTATACACACCCCGAACTTAACGCAAGCCCCTTTTCCCTGCTGTGAGCGGCTTGCAATGC! GG/ /GACCCTGCAGGGCTGCCCCCCAGGGGCTCTCACTCAAGAGGCTTTGTTAAGCTTGTACACACCCACCACC




Figure S2. Termini and TSDs of newly characterized families of Academ from two animal species, Crassostrea virginica and
Acropora digitifera. TSDs are colored in red. Positions of TEs are shown in parentheses. Up to 10 sequences are shown for each family.

Crassostrea virginica (Eastern oyster)

AcademH-1 CVi

CM008241.1_[ 126_91601—12682832]

GTTGCTGTAACGACCCAATCTAATTAAAATTAGCTGTTTTGATCCGCTACCGCTATTCAAACATCTAACA// TGTTAGATGT TTGAATAGCGGTAGCGGATCAAAACAGCTAATTTTAATTAGATTGTGTAACGACCAAAGG
CM008242.1_[46429846-46438629]

CGTTTGACAGGAAGCCAATCTAATTAAAATTAGCTGTTTTGATCCGCTACCGCTATTCAAACATCTAACA// TGTTAGATGT TTGAATAGCGGTAGCGGATCAAAACAGCTAATTTTAATTAGATTGACAGGAAGCTATCAC

AcademH-2_CVi
CM008246.1_[19543111-19534916]

AATAATCCATTCATACAATCTGATTAAAATCAGCTGTTCAATATACGCTACCGCTATGAACATCTGAAAC//GTTTC! ATAGCGGTAGCH 'TGAACAGCTGATTTTAATC, 'TGTCCATTCATATACAT
CM008246.1_[29069771-29061660]

TTTCAACCAAACTTGCAATCTGATTAAAATCAGCTGTTTAATATACGCTACCGCTATGAACATCTGAAAC//GTTTC ATAGCGGTAGCH 'TGAACAGCTGATTTTAATC. CAAACTTGGAACAA
CM008248.1_[5687448-5695594]

GGCGTCCAATTTTATCAATCTGATTAAAATCAGCTGTTCAATATACGCTACCGCTATGAACATCTGAAAC//GTTTC ATAGCGGTAGCH 'TGAACAGCTGATTTTAATC. 'TGCAATTTTATGTGCTG

AcademH-2N1_CVi
CM008241.1_[231971-232053]

TTGACTGCGTCACTGCAATCTGATTAAAATCACCTGTTCAATATACGCTACCGCTATGAAC TAGCGTATATTGAACAGCTGATTTTAATCAGATTGTCCATTACTGTTAGT
CM008241.1_[9152003-9152089]

ATATTATGCACATGCCAATTTGATTAAAATCAACTGTTCAATATACGCTACCGCTATGAAC: AACGGTAGCGTATATTGAATAGCTGATTTTAATCAGATTGTGCACATGCAAATTT
CM008241.1_[28809995-28809911]

CTGCCGTCCAAATCTCAATCTGATTAAAATCAGCTGTTCAATATACGCTACCGCTAT! ATAGCGGTAGC! 'TGAACAGCTGATTTTAATC. 'TGGTCCAAATCTCTATG
CM008241.1_[36739039-36738952]

AAATATTAACAACACCAATCTGATTAAAGTCAGCTGTTCAATGTACGCTACCGCTATH TTC. GTACATTGAACAGCTGATTTTAATAAGATTGTTTACAACACACGCT
CM008241.1_[39148041-39148123]

TAACAGAAAAATGTTCAATCTGATTAAAATCAGCTGTTCAATATACGCTACTGCTAT AGCGGTAGC! TGAACAGCTGATTT AAAATGTTTGTTCA
CM008241.1_[55478487-55478422]

AAGGTCTGCTTAGCTCAATCTGATTAAAATCAGCTGTTCAATATACGCTACCGCTATGAAC: AGCTGATTTTAATCAGATTGGCCTTAGCTCTCTAT
CM008241.1_[64356095-64356035]

AGAATAATCTTTAACCAATCTGATTAAAATCAGCTGTTC: TAGCGTATATTGAACAGCTGATTTTAATCAGATTGAATCTTTAACTTTAC
CM008242.1_[8682655-8682580]

AACTGGTCCTTTTCACAATCTGATTAAAATCAGCTGTTCA. TACCGC TAGCGTATATTGAACAGCTGATTTTAATCAGATTGGTCCTTTTCACAAAA
CM008242.1_[19842042-19842124]

CAACTCCGTCCTGTTCAATCAGATTAAAATCAGCCGTTCAATATACGCTACCGCTATGAACA: TAGC( TGAACAGCTGATTTTAATC!H 'TGCATCCTGTTGAACGG
CM008242.1_[21637666-21637579]

AAGTCCTATTTGCCTCAATCTGATTAAAATCAGCTGTTCAATATACGCTACCGCTATGTTCA AGCGGTAGCGTATATTGAACAGCTGATTTTAATCAGATTGTTTTTGCCTGATATT

AcademH-3 CVi
CM008243.1 [16133205-16124198]

AAACACATTGECATGCAGTCTGATTAAAAC(‘J\CCCCCCCTTCTCCTTAC‘J\CTCGTCGGGGTCTGACAGGC//"‘f'f'f""f""f'N'Af'f'f'f'f'Af' AGGAGA 'GGTTTTAATCAGACTGATTGCCATGAAAATA
CM008243.1_[62290150-62281143]

TGGATAACCCGTTCACAGTCTGATTAAAACCACCCCCCTTCTCCTTACACTCGTCGGGGTCTGACAGGCA // TGCCTGTCAGACCCCGAC AGGAGA 'GGTTTTAATCAGACTGACCCGTTCATAACTT
CM008244.1_[4348948-4357953]

ACAAAACCGACGAGTCAGTC! AAACCACCCCCCTTCTCCTTACACTCGTCGGGGTCTGACAGGCA//TGCCTGTCAGACCCCGAC AGGAGA. 'TTTAATCAGACTGCAACAAAACCAACCG
CM008245.1_[7261975-7270980]

TATGAATAATETTGTCAGTCTGATTAAAAC(‘J\CCCCCTTCTCCTTA@CTCGTCGGGGTCTGACAGGCAT//TFFFTFTFAFAFFFFFAF AGGAGA 'GGTTTTAATCAGACTGTAATTTTGTTTACTG
CM008248.1_[28616690-28607715]

CCATTAATGAAGACTCAGTCTGATTAAAACCACCCCCCTTCTCCTTACACTCGTCGGGGTCTGACAGGCA // TGCCTGTCAGACCCCGAC AGGAGA 'GGTTTTAATCAGACTGATGAAGACTATACTG

AcademH-4_CVi
CM008246.1_[48795927-48804536]

ATATTGTTGATTTGACAATCTGATTAAAATCAGATCCTTTGT TCCGCTCAAGTACATCGCTACACAAGGA // TCCTTGTGTAGCGATGTACTTGAGCGGAACARA TCTGATTTTAATC: TGGTTGATTTGAATTCG
CM008249.1_[65331300-65322678]
AGATCATTTCTTAAACAATCTGATTAAAATCAGATCCTTTGT TCCGCTCAAGTACATCGCTACACAAGGA // TCCTTGTGTAGCGATGTACTTGAGCGGAACAAA TCTGATTTTAATC: TGATTTCTTAAAAGACT

CM008249.1_[103761947-103753327]
GGTTTGGAAGATGACCAATCTGATTAAAATCAGATCCTTTGTTCCGCTCAAGTACATCGCTACACAAGGA // TCCTTGTGTAGCGATGTACTTGAGCGGAACAAAGGATCTGATTTTAATCAGATTGGAAGATGACGTCATT

AcademH-5 CVi
CM008244.1 [41290266-41281161]

GTGTCAGTGCCGATGCAATCTAATTAAAATTAGATGTTAGATCCGCTCGCATACTCTCTACACTAACATC //GATGT" TGCGAGCGGATCTAACATCTAATTTTAATTAGATTGGTGCCGATGGTTTAT
CM008244.1_[54752784-54761917]
GCTTTTATTTAAGCCCAATCTAATTAAAATTAGATGTTAGATCCGCTCGCATACTCTCTACACTAACATC//GATGTT 'GA GGTTCAAACATCTAATTTTAATTAGATTGATTTAAGCCCGTCTG
CM008247.1_[24068601-24077721]
AGGCATAGATCAGACCAATCTAATTAAAATTAGATGTTAGATCCGCTCGCATACTCTCTACACTAACATC//GATGTT 'GA GGTTCAAACATCTAATTTTAATTAGATTGAGATCAGACAAACCA

AcademH-6_CVi
CM008241.1_[17057572-17064928]

TTGTCACTACCAAACCATCGTCGGAACCCACGGGATTTCTATCCGCTACACTTCTTTCATCCC //CTCCCAC AAGA AATCCCGTGGGTTCCGACGATGCTACCAAACCTACAT
CM008241.1_[40909671-40902326]
GGTTTGAGTCATATACATCGTCGGAACCCACGGGATTTCTATCCGCTACACTTCTTTCATCCC //CTCCCAC AAGA AATCCCGTGGGTTCCGACGATGAGTCATATAAAGCCT
CM008245.1_[29899886-29907233]
ATGCGTGTTAATACTCATCGTCGGAACCCAC! TTCTATCCGCTACACTTCTTTCATCCC //CTCCCAC AAGA AATCCCGTGGGTTCCGACGATGGTTAATACTCAGTTT
CM008245.1_[57710992-57718347]
ACTCCCAGAGATGTACATCGTCGGAACCCACGGGATTTCTATCCGCTACACTTCTTTCATCCC //CTCCCAC AAGA AATCCCGTGGGTTCCGACGATGAGAGATGTAGAATTT

AcademH-7 CVi

CM008249.1 [21E8531—21468732]

CAGAGACTTTETCCTCAATCTAATTAAAATTAGCCCTTTCATCTCGCTCTCCGTTTGTTTTTGTCGCTCG/ / CGAGCGACAAAAACAAACGGAGAGCGAGATGAAAGGGCTAATTTTAATTAGATTGCTTTTTCCTGAATCC
CM008249.1_[27484947-27495031]
TCATACAGCAAGACCCAATCTAATTAAAATTAGCCCTTTCATCTCGCTCTCCGTTTTGTTTTTGTCGCTC//GAGCGACAAAAACAAAACGGAGAGCGAGATGAAAGGGCTAATTTTAATTAGATTGAGCAAGACCTTACGT

AcademH-7N1 CVi

CM008241.1_[ 784605_8—7845724]

CTCAGATTGTCTGATCAATCTAATTAAAATTAGCCC! TATCTTT GCTCGTGAAAGGATCTAACG//AGAGCGACAAAAACAAATGGAGAGCAAGATGAAAGGACTAATTTTAATTAGATTGTTTGTCTGATCTACC
CM008241.1 [8647621-8647974]

TGCTGTTAAGETGATCAATCTAATTAAAATTAGCCCTTTCATCTTGCTCTCTGTTTGTTTTTGTTGCTTG //CGAGCGACAAAAAAAAAGCGGAGAGCGAAATGAAAGGGCTAATTTTAATAGATTGTTAAGGTGATTTAAT
CM008241.1_[8699381-8699733]

GCTTTGGTAGGCACACAATCTAATTCAAATTAGCCCTTTCATCTCGCTCTCCGTTTGTTTTTGTCGCTCG/ /CGAGCGACAAAAACAAATGGAGAGCGAGATGAAAGGGCTAATTTGAATTAGATTGGTAGGCACAGAAGTT
CM008241.1_[10641987-10642336]
TATCAAGTCCTACATCAATCTAATTAAAATTAGCCCTTTCATCTCGCTCTCTGTTTGTTTTTGTCGCTCG//ACGAGCGACAAAAACAAACGGAGAGCGAGATAAAGGACTAATTTTAACTAGATTGGTCCTACATATATTC
CM008241.1_[11382732-11383083]

TGTATATGCATTTAGCAATCTAATTAAAATTAGCCCTTTTATCTCGCTCTCTGTTTGTTTTTGTCGCTCG/ /CGAGCGACAAAAACAAACTGAGAGTGAGATGAAATGGCTAATTTTAGTCAGATTGATGCATTTAGTTTCA
CM008241.1_[12580289-12579936]
ACTTAGAAATGATATCAATCTAATTAAAATTAGCCCTTTCATCTCGCTCTCCGTTTGTTTTTGTCGCTCG//CGAGCGACAAAAACAAACGGAGAGCGAGATGAAAGGGCTAATTTTAATTAGATTGAAATGATATCTAATT
CM008241.1_[13098994-13098645]

TTTGTTGTAAEGGATCAATCTAATTAAAATTAGCTCTTTCATCTCGCTCTTCGTTTGTTTATGTCGCTCG // TGAGCGATAAAAACAAACGGAGAGCAAGATGAAAGGGCTACTTTTAATTAGATTGGTAATGGATTAGACA
CM008241.1_[13863664-13863998]

CTCAGATTGTCTGATCAATCTAATTAAAATTAGCCCTTTTATCTTT GCTCGTGAAAGGATCTAACG//CGAGCGACAAAAACAAATGGAGAGCAAGATGAAAGGACTAATTTTAATTAGATTGTTTGTCTGATCTACC
CM008241.1_[16765832-16766156]
CAACAAGAGATGATGCAATCTAATTAAAATTAGCCTCCGTTTGTTTTTGTCGCTCGTGAAAGGATCTAAC//GTTAGATCCTTTCACGAGCGACAAAAAGATGAAAGGGCTAATTTGAATTAGATTGGAGATGAAGCTACCA
CM008241.1_[18327714-18327363]
ATGGACCTATATAATCAATCTAATTAAAATTAGCCCTTTCATCTTGCTCTCCGTTTGTTTTTGTCGTTCG//CGAGCGACAAAAACAAACGAAGAGCGAGATGAAAGGGCTAATTTTAATAAGATTGCTAAATAATTATCTG

AcademH-8 CVi
CM008249.1_[53828951-53822030]
GAGTTTACCTAAATCCATCGTCGGAACCCACK TGATTACGCTTCGTTCCTCTCTCCATCACCCGTGGG/ /CCCAC ACGAAGCGTAATCAACCGTGGGTTCCGACGATGACCTAAATCGTGTCA

AcademH-9 CVi



CM008246.1_[49451734-49440680]

TTGGGTGTTTTCAACCAGTCTGATTAAAATCAAACCTCTCACTTGCTCCCGTTTATTGATATGT GCGCG//CGCGCGACATATCAATAAACGGGAGCA. TTGATTTTAATAAGACTGGTTTTCAACGCACTC
CM008249.1_[19511525-19522267]
CTTTCCATGAAATATCAGTCTGATTAAAATCAAACCTCTCACTCGCTCCCGTTTAT ’GCG//CGCGCGACATATCAATAAACGGGAGCA. TTGATTTTAATCAGAC AATAC

AcademH-N1_CVi
CM008241.1_[11804564-11804878]

AGTGCACAATATGTGCAATCTGACTAAAGTCAGACCTCTATT TATGCTATTGCATAGAGGATCTGATAAC//GTTATCAGATCCTCTATGCGATAGCGTAA, 'CTGACTT TGAAAATATGTGCTGAA
CM008241.1_ [14314553-14314931]
CCTTTATAGCETGCTCAATCTGACTGAAGT(‘J\GATCTCTATTTACGCTAT@@TAGAGAATCTGATAAA//GTTATCAGATCCTCTATF:(‘(‘ATAG(‘(‘TN\ 'CTGACTT TGTAGCTTGCTTTGTTT
CM008241.1_[17752590-17753000]
ATCATATCTTCTTTACAATCTGACTTAAGTCAGACCTCTATTTACGCTATCACATAGAGGATCTGATAAC//GTTATCAGATCCTCTATGCGATAGCGTAA, 'CTGACTT TGATCTTCTTTACATAT
CM008241.1_[22360873-22361285]
ATTCAGGGACATGCCCAATCTGACTAAAGTCAGACCTCTATGTACGCTATCGCATAGAGGATCTGATAAC//GTTATCAGATCCTCTATGCGATAGCGTAA, 'CTGACTT GGACATGCCTCATTA
CM008241.1_[24554982-24554572]
CARAGGAAACATCATCAATCTGACTAAAGTCAGACCTCTATTTACGCTATCACATAGAGGATCTGATAAC//GTTATCAGATCCTCTATGCGC A 'CTGACTT AACATCATCAGTTC
CM008241.1_[28823911-28824265]
ACACTGGAGTGTGTACAATCTGACTAAAGTCAGACCTCTATGTACGCTATCGCATAGAGGATCTGATAAC//GTTATCAGATCCTCTATGCGATAGCGTAA, 'CTGACTT TGGAGTGTGTATACATT
CM008241.1_[29432130-29431813]
CTTCCTTTTGETGCCCAATCTGATTAAAGT(‘J\GACCTCTATTTACGCTATTG@TAGAGGATCTGATAAC//GTTATCAGATCCTCTATGCGATAGCATAA 'CTGACTT TGAATGTTGCCCGACAG
CM008241.1_[34364572-34364885]
ACAAGGAATAETACTCAATCTGACTAAAGT(‘J\GACCTCTATTTACGCTATCG@TAGAGGATCTGATAAA//GGGAGTTATCAGATCCTFTAAAA’W‘(‘TN\ 'CTGACTTTCGTC AAAGTACTCGGTA
CM008241.1_[40871597-40871196]
TGTAGAGGGGTGACTCAATCTGACTAAAGTCAGACCTCTATCAC: TCTGATAACTCTCCATTA//GTTATCAGATCCTCTAT GTAA 'CTGACTT GGATGACTGCCAT
CM008241.1_[43263482-43263084]
ATTACAGAAATACAACAATCTGACTAAAGTCAGACCTCTATTTACGCTATC! GATTACTC//GTA: TATCAGATCCTCTATGT GTCTGACTTAAGTC: AAATACAATATGG

AcademH-N2 CVi

CM008241.1 [3168518-3168742]

ATTAGTAAATKCAGTCAATCTAATTAAAAT(‘J\GACCTTCGCTCCGCTCACGCTTTCGCTACTTAAGGATC //TCCATTAGTAGCGATCTAAGGAAGCGGATCAACGGATCTAATTTTAATTAAATTGTARAATATAGTATATC
CM008241.1_[7636018-7636201]

TGTCCCACATTAAAACAATCTAATTAAAATTAGATCCTTTGGTCCGCTCCAAAGGATCTAACGAAACCCC// TCCTTTAGTAGCGATCTAAGGGAGCGGATCAAAGTATCTAATTTTAATTAGATTGACATTARAATTATTT
CM008241.1 [11149665-11149439]

ATGTAAGGTAETGCACAATCTAATTAAAATTAGATCCTTTGATCCGCTCCCTTAGATCGCTACTAAAGGA/ /TCCTT 'GATCT. GGATCAAA \TCTAATTTTAATTAGATTGGGTACTGCACAACGC
CM008241.1_[13377796-13378009]
ACATCCCACTTGTATCAATCTAATTAAAATTAGATCCTTTTGTCCACTCCAARAGGATATAACGARACCCC//ATCCTT! GATCTA GGATCAAGGATCTAATTTTAATTATATTGCACTTGTATATAACG

CM008241.1_[14901552-14901313]
AGGGCCCCTCCAGTGCAATCTAATTAAAATTAGATCCTTTGATCCGCTCCCTTAGATCGCTACTAAAGGA // TCCTTTAGTAGCGATCTAAGGGAGCGGATCAAAAATTCTAATT TTAATTAGATTGCCTCCAGTGGAACCT
CM008241.1 [16135471-16135243]
TGGACGACGAAGAACCAATCTAATTAAAATTAGATACT TTGGTCCGCTTCCTTAGATCGCTACTAAAGGA // TCCTTTAGTAGCAATCTAAAGGAGCGGATCARAGGATCTAATT TTAATTAGGT TGAGAAAGAACAAACAG
CM008241.1_[16202399-16202159]

GAGACGACAAXGAACCAATCTAGTTAAAATTAGATCCTATGATCTGCTCCCTTAGATCGCTACTAAAGGA/ TCCTT GATCTA. 'GCAGGTCAAAGGATCTAATTTTAATTAGATTGACGAAGAACAGACAA
CM008241.1_[17608721-17608527]
CATCAGGCATAGCCACAATCTAATAAAAATTAGATCCTTTGATCCGAAACCCCATATAAAGGTTAAATCT//TCCTT GATCTA. AGATCAAAGGATCTAATTTTAATTAGATTGGCATAGCCAGTAAGT

CM008241.1_[20780785-20781011]

AGAACAATCGATAACCAATCTAATTAAAATTAGATCCTTTGTTCCGCTCCCTTAGATCGCTAGARACCCC// TCCTTTAGCAGCGATCAAAGGGAGCGGATCAACGGATCTAATTTTAATTAGAT TGAATCGATAACAGATT
CM008241.1_[21474785-21475012]
GGAAAAAAACTCTTGCAATCTAATTAGAATTATATCCCTTAGATCGCTACTAACGGATCTAACGAAACCC //TCCTT' TA( T GGATCAAAGGCCCTAATTTTAATTAGATTGATAGCTCTTGGTGAT

Acropora digitifera (coral)

Academ-1 ADi

DF971251.1_[156959-149048]

CGTTCAATCACAGCTTAGCCTGCGAAAGCATCCGTTTCTCCTTCGCTCTTCGCCGCTGGGGACGTTTCGC //GCGAAACGTCCCCAGCCGCGAAGAGCGAAGGAGAAACGGATGCTTTCGCAGGC TGCGG
DF970694.1_[1261389-1261514] (very short derivative)
ATGCCGTGGAATAGGTAGCCTGCGAAAGCATCCGTTTCTCCTTCGCTCTTCGCCGCTGGGGACGTTTCGC//GCCARACGTCCCCAGCGGCGAAGAGCGAAGGAGARACGGATGCTTTCGCAGGCTATGGAATAGGCTTAGT

Academ-2_ADi
DF970795.1 [793338-799479]

TAGAAACCTTTCCGACAACCTCGTTCCCAGGGTCTTTCGTCTTCCCATAAGAGGGAGTGGTCGAAGAAAG/ /CTTTCTTCGACCACTCCCTCT AGACGAAAGACCCTGGGAAC! AGGAAA
DF970942.1_[156280-150139]
TCAGCCAATTCCGTCCAACCTCGTTCCCAGGGTCTTTCGTCTTCCCACAAGAGGGAGTGGTCGAAGARAG/ /CTTTCTTCGACCACTCCCTCT AGACGAAAGACCCTGGGAAC! TGAATTCCGTCAACATG
DF971416.1_[124641-130773]
CCTATGACCAGAGCCCAACCTCGTTCCCAGGGTCTTTCGTCTTCCCACAAGAGGGAGTGGTCGAAGAAAG/ /CTTTCTTCGACTACTCCCTCT AGACGAAATACCC ACCAGAGCCCTGTG

Academ-2N1_ADi
DF970699.1_[1415214-1416421]

ACAATTGGTTGTTTGCAACCTCGTTCCCAGGGTCTTTCATCCTAGGGAAGAAAGACCCTGGTTCAGGCTG/ / TTTCTTCCCTCGCTCCTTC AAGACCCTGGGAAC! 'TGGGTTGTTTGTTGTTT
DF970718.1_[853337-854542]

TGGCAGAGTGGAGACCAACCTCGTTCCCAGGGTCTTTCATCCGAGGGARAGACCCTGGTTCAGGCTGGTC// TTTCCTCCCTCGCTCCCTT AAGACCCTGGGAAC! TGAGTGGAGACAGAAAA
DF970719.1_[230915-232172]

ATTCATCGAAATCGCCAACTTCGTTCCCAGGTCTTTCATCCT. GAAAGACCCTGGTTCGGGCTGG//TTCGTCCGTCGCTCCCTTTGGGT AAAGACCCTGGGAAC! GAAATGGCCTGAAT
DF970728.1_[1049440-1048213]

TTGCAGCCAATGCTCCAACCTCGTTCCCAGGGTCTTTCATCC AGAAAAACCTTGGTTCAGGCTG//TTCTTCCCTTGCTCCCTTT AAGACCCTGGGAAC! TGCAAATCCTCTAACTC
DF970742.1_[929623-928394]

ATGGACGAACAGCTTCAACCTCGTTCCCAGGGTCTTTCATCCAAGGGAAGAAAGACCCTGGTTCAGGCTG/ / TTCTTCCCTCGCTCGCTTT AAGACCCTGGGAACA. AACAGCATCAGAAG

DF970742.1_[1005886-1004681]
ATGGAGGAACAGCATCAACCTCGTTCCCAGGGTCTTTCATCCGAGGGAAGAAAGACCCTGGTTCAGGCTG// TTCTTCCCTCGCTCGATTTGGGGCTGGAAGATGAAAGACCCTGGGAACGAGGTTGGAACAGCATCAGAAG
DF970749.1_[111755-112973]

ACACACACTAGTTCTCAACCTCGTTCCCAGGGTCTTTCATCCGAGACCCTGGTTCAGGCTGGTCACGTGC //GACCTTCCCTCGCTCCTTT! AAAACCCTGGAAAC! TGACTAGTTCTTGGAAA
DF970760.1_[802038-800798]
GGGCTCGCCCAGTGCCAACCTCGTTCCCAGGGTCTTTCATCCTAGGGAAGAAAGACCCTGCTTCAGGCTG/ / TTCTTCCCTCGCTCCTTTT AAGACCCTGGGAAC! GCCCAGTGCCGGTTC
DF970844.1_[688394-689653]
GTTCAAAGTTATTCGCAACCTCGTTCCCAGGGTCTTTCATCCGAGGGAAGAAAGACCCTAGTTCAGAATG/ / TTCTTTCCTCGCTCCCTTT AAGACCCTGGGAAC! TGAGTTATTGGTCCAAG
DF970876.1_[512730-511476]
ATGCTTGTTTCGTGGCAACCTTGTTCCCAGGGTCTTTCAACCGAGGGAAGAAAGACCCTGGTTCAGGCTG/ / TTCCTCCCTCGCTTCCTT AAGACCCTGGGAAC! TGGTTTCGTGGGCGAAT

Academ-3_ADi
DF971246.1_[105961-113111]
TCGTCATCTATGCGTTAGTCTCCTTCGCAGCCGTTATTCGGGTCGTCACGCAATGCTCCTCCCCAACTAA//TTAGTT ATTGCGTGACGACCCGAATAACGGCTGC! TTT AGGTAG

Academ-3N1 ADi
DF970693. 1_[1127?8—112435]

CAGGGTCTCCGAGGATAGGCTCCTTCGCAGCCGTTATTCAGGTCGTCACGCAATGCTCTTCCCCAACTAA // TTAGTT GTTACGTGACGACCCTAATAACGGCTGCGAAGGAGACTACTCCGAGGATGGCTT
DF970694.1_[2282719-2283022]

GATCAATGGAAAATCTAGTCTCCTACGCAGCCGTTAT GTCACGCAATGCTCCTCCCCAACTAA // TTAGCTGGGGAGGAACGTTACGTGACGACCCTAATAACGGCTGCGAAGGAGACTATGGARAATCATTCTG
DF970695.1_[1176006-1176309]

GGAGCCTCCTTAAGGTAGTCTCCTTCGCAGCCGTTATTCGGGTCGTCACGTAACGCTCCTCCACAACTAA/ / TTAGTT ATTGCGTGACGACCCTAATAACGGCTGCGAAGGAGACTATCCTTAAACTTGCTC
DF970696.1_[1691628-1691326]

CAGCATGTCCCTTGTTAGTCTCCTTCGCGGCCGTTATCCGGGTCGTCACGCAATGCTCCTCCCCAACTAA / / TTAGTT GTTGCGTGACGACCCTAATAACGTCTGT GGAGACTAGTCCTTTCTGGGCCA
DF970700.1_[300786-301088]

TATCCTCTAAACACTTAGTCTGCTTCGCAGCCGTTAT GTCACGCAATGCTCCTCCCCAACTAA //GTTAGAGGGGAGGAGCATTGCGTGACGACCCTAATAACGTCTGCGAAGGAGACTATCTATCACTCGGCAG
DF970705.1_[1244491-1244794]

AAATGACGGTAAGACTAGTCTCCTTCGCAGCCGTTAT GTCACGTAACGTTCCTCCCCAACTAA// TTAGTTGGGGAGGAACGTTACGTGACGACCCTAATAACGGCTGCGAAGGAGAGTACGGTAAGACGGGCTG
DF970708.1_[997898-998183]

AGACTGTATACTCAATAGTCTACTTCGCGGCCGTTATT, GTCACGTAACGCTCACTCGAGCTCTG//GTTAGT 'TGTGCGACAACCCTAATAATGGCTGCGAAGGAGACTATATTCTCAAGAGCTC
DF970709.1_[1216078-1216381]

GTGACGCGGTGGGAGTAGTCTCCTTCGCAGCCGTCAT GTCACGTAACGCTCCTCCCCAACTAA//TTAGTT ATTGCGTGACGACCCTAATAACGGCTGC! TACGGT GGGACTA
DF970723.1_[267704-267402]

TTTCCCTTTTGAGAGTAGTCTCCTTCGCAGCCGTTATTCGGGTCGTCACGCAATGCTCCTCCCCACTAAC / / TTAGTT ATTGCGTGACGACCCTAATAACGGCT TTTGTGAGCCGTTC
DF970724.1_[136144-135841]

GA TCCTTCGCAGCCGTTATTCGGGTCGTCACGTAACGCTCCTCCCCAACTAA//TTAGTT ATTGCGTGACGACCCTAATAACGGCTGC GGAGACTACCCCCTAAGACGAAT

AcademH-4 ADi
DF970724.1_[254106-251533]
AAGTCTTACTGGGATCAATCTCGTTCCCAGAGTCTACGTTCCCCTTGTCCAGCGGAACGGGAAACGAGAG//CTCTCGTTTCCCGTTCCGCTGGACAAGGGGAACGTAGACTCTGGGAACGAGATTGTACTGGGATAAACTG




AcademH-5 ADi

DF970732.1_[ 927_621—923917]

GCTGATACCAAGGGTCAATCTCGTTCCCAGAGTCTACGTTCCCCTTGTCCAGCGGAACGGGARACAAGAG/ /CTGTTGTTTCTCATTCCGCTGGACAAGGGGAAAGAAGACTCTGGGAACGAGATTGACCARGGGTCATTTG
DF971507.1_[144673-148380]

CTAATAGATAGCCCTCAATCTCGTTCCCAGAGTCTACGTTCCCCTTTTCCAGCGGAACGGGAAACAAGAG/ /CTCTTGTTTCCCGTTCCGCTGGACAAGGGGAACGTAGACTCTGGGAACGAGATTGGATAGCCCTGAGCTT

AcademH-6 ADi
DF971819.1_[37557-44713]
AGTGCCATGT CTGTGTCACAGCCGCCTCTCCCCGGAAAARAATCGGAGGAGAGACGTCTGT //ACAGACGTCTCTCCTCTGATTTTTTTCC 'GGCTGTGACACAGGC! TTTAT AAC

AcademH-N1 ADi

DF970758.1_[890398-893551]

CACTCTCTCCAGTGCCAATCTCGTTCCCAGAGTCTTCGTTCCCCTTGACCAGCGGGTC 'GAGAG/ /CTCTCGTAACCCGACCCGCTGGTCAAGGGGAACGAAGACTCTGGGAACGAGACTGGCC CATAT
DF970706.1_[70558-68597]
ATTCAAAGTAGATTCCAATCTCGTTCCCAGAGTCTTCGTTCCCCTTGTCCAGCGGAACGGGARACAAGAG//CTCTCGTAACCCGACCCGCTGGTCAAGGGGAACGARGACTCTGGGAACGAGACTGGCCAGTGTGCCATAT
DF970726.1_[826501-816496]

TTTTTGGTTGCGCAGCAATCTCGTTCCCAGAGTCTTCGTTCCCCTTGACCAGCGGGTCGGGTTACGAGAG/ /CTCTCGTAACCCGACCCGCTGGTCAAGGGGAACGTAGACTCTGGGAAC! AAAATTATCTGGTT
DF970816.1_[331620-334613]

GCGCAGCCATAACATCAATCTCGTTCCCAGAGTCTTCGTTCCCCTTGACCAGCGGGTCGGGTTACGAGAG/ /CTCTTGTTTCCCGTTCCGCTGGACAAGGGGAACGTAGACTCTGGGAACGAGATTGCCATAACATCCGAGG
DF972116.1 [27518-25420]

GAATTACCACCGTGACAATCTCGTTCCCAGAGTCTTCGTTCCCCTTGACCAGCGGGTCGGGT TACGAGAG//CTCTTGTTTCCCGTTCCGCTGGACAAGGGGAACGTAGACTCTGGGAACGAGATTGCCACCGTGAAAGATT

AcademH-N2_ADi
DF970692.1 [1048074-1048168]

CTTGTTACCTGTAGGCAACCTCGTTCCCAGGGTCTCTCTCCTCTGCCTCCATTGTCAT ATCGAC: 'CCTGGGAAC! 'TGACCTGTGTCATCCCA
DF970696.1_[435186-435094]
TCTCATAGTATGTCACAACCTCGTTCCCAGGGTCTCTCTTCTCTGCCTCCATTGTCGTTGAGAA--AACGACAC! AGAGA 'CCTGGGAACGAGGTTGAGTATGTCATACTAT

DF970698.1_[1186067-1186161]
GGTATGCATTCTACCCAACCTCGTTCCCAGGGTCTCTCTTCTCTGCCTCCATTGTCGTCTTTTCTCAGCGACAATGGAGGCAGAGAAGAGAAACCCTGGGAACGAGGTTGCATTCTACCTTGGCT
DF970701.1_[158677-158586]

AAAATGAGGTTATTGCAACCTCGTTCCCAGGGTCTCTCTTCTCTGCCTTCTTTGTCGT T~~~ TCTCAACGACA) AGAGA 'CCTGGGAACGAGGTTGAGGTTATTGGTCTTC
DF970702.1_[1029376-1029290]

TGATTATTTGCAGGCCAACCTCGTTCCCAGGGTCTCTCTTCTCTGCCTCCATTGTAGTTGAGA- -~~~ ~~ - CAATGGAGGCAGAGAAGAGAGACCCTGGGAACGAGGTTGT TTGCAGGCAAGGAA
DF970703.1_[636595-636508]

AATGTTTCTGTATGCCAACCTCGTTCCCAGGGTCTCTCTTCTCTGCCTCCATTGTCGTTGAGAA -~~~ ~~~ CAATGGAGGCAGAGAAGAGAGACCCTGGGAACGAGGTTGTCTGTATGCTAGTTT
DF970708.1_[899366-899274]

GGACATGTATGAAGGCAACCTCGTTCCCAGGGTCTCTCTTCTCTGCCTCCATTGTCGTTGAGAA -~ AACGACA AGAGA 'CCTGGGAACGAGGTTGGTATGAAGGAGGCGA
DF970708.1_[983856-983767]

CAGGTACCCGTAACACAACCTCGTTCCCAGGGTCTCTCTTCTCTGCCTCCATTGTCGTTGAGAA-- -~ - -AACAGTGGAGGCAGAGAAGAGAGACCCTGGGAACGAGGTTGCCCGTAACATGGAAT
DF970711.1_[672764-672678]

AAACAATATAAGTAGCAACCTCGTTCCCAGGGTCTCTCTTCTCTGCCTCCATTGTCGTTGAGA -~~~ -~~~ CAATGGAGGCAGAGAAGAGAGACCCTGGGAACGAGGTTGTATAAGTAGTCAATT
DF970719.1_[845600-845513]

AGTGATATTTGGCATCAACCTCGTTCCCAGGGTCTCTCTTCTCTGCCTCCATTGTCGTTGACGA -~~~ ~~~ CAATGGAGGCAGAGAAGAGAGACCCTGGGAACGAGGTTGATTTGGCATAAATAC

AcademH-N3 ADi
DF970692.1 [2321425-2321521]

TAGCGAGCTARACGCTAGTCTCCTTCGCAGCCGTTTTTCGGGATGTCACGCAACGCTCCCC: TTTC GTTGCGTGACATCTCGAAAAACGGCTGCGAAGGAGACTAGCTAAACGCCGGCCA
DF970696.1_[1955681-1955596]

AACAATATGGTGTTCTAGTCTCCTTCGCAGCCGCCTTTCGAGATGTCACGCA = GTTGCGTGACATCCCGAAAGACGGCCGCGAAGGAGACTAATGGTGTTCAATCGA
DF970696.1_[1955810-1955725]

CTGCCTATGGTGTTCTAGTCTCCTTCGCAGCTGTCTTTCGAGATGTCACGCA: = GTTGCGTGACATCCCGAAAGACGGCCGCGAAGGAGACTAATGGTGTTCAATCGA
DF970702.1_[315044-314963]

CTTCATTGCCCTTAATAGTCTCCTTGGCAGCCGTCTTTTGGATGTCACGCAAC GTTGCGTGACATCC-AAAAGACGGCTGCCAAGGAGACTATGCCTTTTCCTATAA
DF970708.1_[704734-704628]

CTTCCCATCATCCCTTAGTCTCCTTCGCAGCCCTCTTTCGGGATGTCACGCAACGCTCCCCCCGTTCCTTCTTTC 'CGCTGCGTGACATCCCGAAAGACGGCTGCGAAGGAGACTAATCATCCCTTAAAAT
DF970714.1_[866629-866532]

CGTCCTGATGAACAGTAGTCTCCTTCGCAGCCGTCTTTCGCGATGTCACGCAACGCTCC CTTTC GTTGCGTGACATCCCGAAAGAA 'TGCGAAAGAGACTAGATGAACAGTAGCGA
DF970722.1_[1034550-1034646]

TTGCCTGGACACAGGTAGTCTCCTTTGCAGCCGTCTTTCAGGATGTCACGCAACATCCCCC TTTC GTTGCGTGACATCCCGAAAGACGGCTGCGAAGGAGACTACTGGCCGCCCAGGCA
DF970732.1_[295252-295167]

AGGTTTGTAGGAGCCTAGTCTCCTTCACAGCCATCTTTCGGGATGTCACGCAAC GTTGCGTGACATCCCARAAGACGGCTGCGAAGGAGACTAGTAGGAGCCTGAAGT
DF970733.1_[1073577-1073677]

AATTTAGTGTTTCCTTAGTCTCCTTCGCAGCCGTCTATCGGGATGTCACGCAACGCTCTCCC-~ -~~~ GAAAGGTTCCTTTTCGTTGCGTGACATCCCGAAAGACGGCTCCGAAGGAGACTAGTGTTTCCTTTACAA
DF970736.1_[317918-318018]

AAGCTACGTTTTCCTTAGTCTCCTTCGCAGCCGTCTTTCGGGATGTCACGCAACGCTCCCC ===GTTTCTTTC GTTGCGTGACATCCCGAAAGACGGCTGCGAAGGAGACTACGTTTTCCTCTACGT

AcademH-N4_ADi
DF970692.1_[2235390-2235307] _

TGACGAGAGAAGTCTCAACCTCGTTCCCAGGGCCCCTCGTCTTCCCTTCC TCTCTCGCTCC AGGGAAGAC CCTGGGAACGAGGTTGGAGAAGTCTTTGGTT
DF970787.1_[176189-176107]
AAACTGGGTACCACCCAACCTCGTTCCCAGGGTCTCTCATCTTAACGCCTGGGGCGAAC! A A CCTGGGAACGAGGTTGGGTACCACCAGTCCA
DF970792.1_[571694-571806]
TGAGGGAGCTCATCACAACCTCGTTCCCAGGGCCTCTCCTCTTCCTTTCCCCTGGAGC! ATATCTCCTCTCTCGCTCC ’CCTGGGAACGAGGTTGAGCTCATCACTGTAT
DF970807.1_[449991-449884]
TTTCAAATGCAGCGACAACCTCGTTCCTAGGGCCTCTCCTCTTCCCTTCCCCTGGAGCGAGAGAGGA--- TCTCTCTTCTCTCGCTCC A A CCTGGGAACGAGGTTGATGCAGCGACGGCTG
DF970807.1_[605455-605537]
AATCAGACAATTCGGCAACCTTGTTCCCAGGGCCTCTCGTCTTCCCTTCC TCTCTCGCTCCAGGG-AAGGGAAGAGGAGAGGCCCTGAGAACGAGGTTGACAATTCGGCCGCCG
DF970811.1_[741943-741860]
AAAGTACTGGCTTTCCAACCTCGTTCCCAGGGCCTCTCGTCTTCCCTTCC TCTCTCGCTCC AGGGAAGAC CTTGGGAACGAGGTTGCTGGCTTTCTACTTA
DF970819.1_[562263-562179]
AAGCTCTAAAATTAACAACCTCGTTCCCAGGGCCTCTCGTCTTCCCTCTCC: TCTCTCGCTCC AGGGAAGAC CCTGGGAACGAGGTTGTAAAATTAAAAGGCA
DF970835.1_[423676-423759]
TAAATTCTCGTGATACAACCTCGTTCCCAGGGCCTCTTCTCTTCCCTTCC TCTCTCGCTCCAGGGGAAGGGAAGAGGAATGGCCCTGGGAACGAGGTTGCTCGTGATATTCCTT
DF970839.1_[474078-474161]
ACGCTGTTCAGTGTTCAACCTCATTCCCAGGGCCTCTCCTCTTCCCTTCA. CTGTCGCTCC AGGGA CCTGGGAACGAAGTTGTTCAGTGTTTTGCAG
DF970840.1_[494960-495049]
AAGTTATGGCAAGTGCAACCTCATTCCCAGGGCCTCTCCTCTTCCCTTTA-~~ === == ============—=— CCCTCCTCTCTCGCTCC ACTGGGAACAAGGTTGTGGCAAGTGTTCATG

AcademH-N6_ADi
DF970695.1_[554537-554472]

TCAATGTTGTTCTATCAACCTCGATTCCAGGGCTTTTCTCCTT-~~~~ == == == == == == === CTCTCATCGGC! GAAAAGCCCTGGGAAC! TGTTGTTCTATGAGAAA
DF970697.1_[1083212-1083149]

GTCTCTTTTTATTCTCAACCTCGTTCCCAGGGCATTTCTCCGC -~ === ============== === CTCTTCT-CAACGGAGAAAAGCC-TGGGAACGAGGTTGGTTTGTTCTGCTCCT
DF970702.1_[87740-87656]

GCGTGCCATGACGAGCAACCTCGTTCCCAGGGCTTTTCTCCGCC ‘CATTCCCCTCC--TCGGC( GAAAAGCCCTGGGAAC TGCCATGACGAGTATAC
DF970707.1_[637769-637680]

TCCCTATGACCCGAACAACCTCGTTCACAGGGCTTTACTCCGCCGAGGAGAAGGGCTTTCCATCCGCCCTCTCGTCGGC AAGCCC TGTGACCTGTAGCCTCT
DF970728.1_[241489-241404]

AAATAGAAAGGTTTACAGCCTCGTTCCCAGGGCTTTTCTCCGCC TGGGCCCATCCTCT --CC--TCGGC! GAAAAGCCCTGGGAACK AAGATTTACAGATG
DF970732.1_[539178-539102]

GGAGACAATTTATAGCAACCTCGTTCCCAGGGCTTTTATCCGAC AGGGCCC-- TCGGCH GAAAAGCGCTGGGAAC TGAATTTATAGATGTCG
DF970735.1_[194895-194826]

ACATGGGAAGACCTTCAACCTCGTTCCCAGGGCTTTTCTCCGCC TGGG----~ ‘GGAGAAAAGCCCTGGGAAC GT AGACCTTAACTAA
DF970741.1_[103115-103055]

AAGGCTAGGCAGCGGCAACCTCGTTCCCAGGACTTCTCTCCTT: CTCGGCGGCGAAAAGCCCTGGGAAC GCAGAGGGAGACT
DF970743.1_[539635-539556]

AAAACTAATAAAAGGCAACCTCGTTCCCAGGGCTTTTCTCCGCC TGGCCTCTCCTCGGCAGAGAAAAGCCCTGGGAACK TGAATAAAAGGTACAGT
DF970766.1_[388094-388025]

CTTAAGCGGGAAAGACAACCTCGTTCCCAGGGCTTTTCTCCGCTCGT -~ === == ============— CCTCTCCTCGGCGGAGAAAAGCCCTGGGAACGAGGTTGGGGGAAAGATACTTA

AcademH-N7 ADi

DF970693.1_[1194374-1194018]

TTACCTCATCGAGACCAACCTCGTTTCAAGGGCTTATTCCATAAGAAAGTGGGAA GGGAAAAGGCC//GGGTCTTTTCCCGCCCTCCCATTTTCT AAAAGCCCCGGGAAC TGCATCGAGACGAAACG
DF970733.1_[408012-408373]




CATGTGCTTGCATGACAACCTCGTTCCTAGGGCT TTTTTTCCTAATAAAATGGGAAGGAAGGGAAARAGGC //GGCCTTTTTCCGCCCTTCCCATTTTCTTAAGGAAARAGCCCTGGGAACA. TGCTTGCGTGAGGCACC
DF970746.1_[197216-197510]

AAGCACGTCGATTAACAACCTGTTCCCAGGGCTTTTTTCCTAAGAAAAT AAAGGCAC//GGCCTTTTCCCGCCCGTCCTATTTTCT AAAAGTCCTCGGAAC TGGTCGATCARAGTTGC
DF970746.1_[471736-472103]
AAGCACGTCGATTAACAACCTCGTTCGCAGGGCTTTTTCCCTAAGARAATGGCAAGGGCGGGAARAGGCA // TCCCGCCCGTCCCATTTTCT AAAAGCCC CCGGAAC! TGGTCGATTARAGTTGC
DF970760.1_[359889-359601]
AAGCACGTCGATTAACAACCTCGTTCCCAGGGCTTTTTTCCTAAGAAAATGGGAA AAAGGCA//GGCCTTTTCCCGCCCGTCTTATTTTCT AAAAGCCCTGGGAAC TGGTCGATCARAGTTGC
DF970778.1_[852370-852729]
AAGCACGTCGATTAACAACCTCGTTCTCAGGGCTTTTTTCCTAAGAAAATGGGAA GGGAAAAGGCA//GGCCTTTTCCTGCCCGTCCTATTTTCT AAAAGCCCTGGGAAC TGGTCGATCARAGTTGC
DF970833.1_[250048-249760]
AAGCACGTCGATTGACAACCTCGTTGCCAGGGCTTTTTTCCTAAGARAATGGGAAGGACGGGAARAGGCA //GGCCTTTTCCCGCCCGTCCTTTTTTCT AAAAGCCCTGGGAAC TGGTCGATCARAGTTGC
DF970839.1_[576106-575654]
GATACGCGGTTTGAGCAACCTCGTTCCCAGCGCTTTTTCCTTAAGAAAATGAGAA GGGAARAAGGCC//GGCCTTTTCCTGCCCTTCCCATTTTCT AAAAGCCCTGGGAAC TGGCGGTTTGAGTTATC
DF971019.1_[343102-343390]
AAGCACGTCGATTAACAACCTCGTTCCCACGGCTTTTTTCCTAAGAAAATGGAA AAGGCA//GGCCTTTTCCCGCCCGTCCTATTTGCT AAAAGCCCTGGGAAC TGGTCGATCARAGTTGC
DF971113.1_[305228-305591]
AGTTAACTGACCCAGCAACCTTGTTCTCAGGGCTTTTTCCCTAAGARAATGGGAAGGGCGGGGARAGGCC//GGGCCTTTTCCCTCCCTCCCATTTTCT AAA CCTGGGAAC! TGCTGACCCAGCTCACT

AcademH-N8 ADi
DF970737.1_[1103503-1105053]

TAGACTAACTGGCGTTAGCCTGCGAGCAGGCTCTTCCGTTGAA TTGGTAACTAGTCAAGAGAAGAA //TTCTTCTCTTGAC 'CAAGCCCTTCAACTGAAGAGCCTGCTCGCAGGCTARACTGGCG! T
DF971536.1_[82999-81410]
GACCTTATCTGCGGCTAGCCTGCGAGCAGACTCTTCCGTTGAAGGCCTTGGTAACTAGTCAAGAGAAGAA// TTCTTCTCTTGAC CAAGGCCTTCAACGGAAGAGCCTGCTCGCAGGCTAATCTGCGGCTGTTTA

AcademH-N9_ADi
DF970955.1_[19560-20127]

AAGAGGCTATATAGTCAATCTCGTTCCCACAGCCTCCACTACCCTTGTCCAGCGGAACGGGCGCAGGAGA //AGTCTCTCTTTCCCGACTTCTGACCAAGGGAACGATGACTT AC TGCTATATAGTGGCCTT
DF970955.1_[186810-187377]
AAGAGGCTATATAGTCAATCTCGTTCCCACAGCCTCCACTACCCTTGTCCAGCGGAACGGGCGCAGGAGA //AGTCTCTCTTTCCCGACTTCTGACCAAGGGAACGATGACTT AC TGCTATATAGTGGCCTT

AcademH-N10_ADi
DF970709.1_[957221-955451]

GGATAGGTCGCCTTTCAACCTCGTTCCCAGGGTCTACTCCGCTTTCAAGATGGCGCCCGAGAGAAGACCC//GGGTCTTCTCTCGGTCGCCATCTTGARAGC ACCCTGGGAAC TGGTCGCCGTTAAGGTG
DF970721.1_[47499-49689]
TCCGCATATCACTTGCAACCTCGTTCCCAGGGTCTACTCCACTTTCAAGATGGCGGCCGAGAGAAGACCC//GGGTCTTCTCTCGGCCGCCATCTTGAA. CCTGGGAAC! TGTATCACTTGCTACTT
DF971341.1_[22920-21224]
ACAATACATTGCAGTCAACCTCGTTCCCAGGGTCTACTCCGCTTTCAI GAC' AGACCC//GGGTCTTCTCTCAGCCGCCATCTTGAAAGC CCTGGGAAC! TGCATTGCCACTTTTTC
DF971787.1_[74928-73231]
GATTCACGGACTTCCCAACCTCGTTCCCAGGGTCTACTCCGCTTTCAAGATGGCGGCTGAGAGAAGACCC//GGGTCTTCTCTTGGCCGCCATCTTGARAGC CCTGGGAAC! TATCAAAATAAAAT

AcademH-N11 ADi

DF970810.1_[114391-115455]
GAGTTCAACTCCGGCTACCCTGAGTGCCAGATGGTTTTTTCCTTTGTCGTGATCTATAAGATACCGAGCC//GTTTTAACCGCTCGCTCCTCGCGAAAGAAAAATAGAACCTCTGGCACCCAGGGTARACTCCGGCCGGACC
DF970882.1_[502964-504112]

ACACATGCAGAACTTTACCC C TTTTTTTCCTTTGGCGTGATCTAGCTATAAGATAC//GTTTTAACCGCTCGCTACTCGTGAAAGAGAAATAGAACCTCTGGCACCCAGGGTACCATCATGTTATTTG
DF970979.1_[322944-324064]

TAAGAACAAARAATATACCC e TTTTTTTCCTTTGGCGTGATCTAGCTATAAGATAC//GTTTTAACCGCTCGCTCCTCGTGAAAGAAAAATAGAATCTCTGGCACCC. AAAAA
DF971042.1_[352889-351779]

TACTGGCCATCAAGCTACCC! C TTTTTTTTCCTTTGCCGTGATCTATAAGATACAAAGC//GTTTTAACCACTCGCTCCTCGAGAAAGAAAARATAGAACCTCTGGCACCCAGGGTAGCGT CAAGTCTAATT
DF971521.1_[122581-121435]

AAGCCAAATCTCAACTACCC C TTTTTTTTTTCCTTTGGCGTGATCTAGCTATAAGA//GTTTTAACCGCTCGCTCCTCGTGAAAGAA ACCTCTGGCACCC; AATCTCAACGTGCAA
DF971729.1_[18943-17804]

CCTCAACCTATATTCTACCC! C. TTTTTTTCCTTTGGCGTGAGCTAGCTATAAGATAC//CGTTTTAACCGCTGCTCCTCTTGAATGAAAAATAGAACCTCTGGCACC ATATATTCTTGAGT
DF972228.1_[26002-24936]

TAATGGCCGTCAAGCTACCC C TTTTTTTTCCCTTTGGCGTGATCTATAAGATACCG//GTTTTAACCGCTCGCTCCTCGAGAAAGAAAAATAGAACCTCTGGCACCCAGGGTACCGTCAAGCCTAATT

DF972266.1_[13982-15050]
TAGATAGGGTGCTCTTACCCTGGGTGCCAGAGGGCT TTTTTCCTTTGGCGTGATCTAGCTATAAGATACC //GTTTTAACCGCTCGCTCCTCGTGAAAGAAAAATAGAAGCTCTGGCACGCAGGGTAGGGTGCTCTCGAACC

AcademH-N12 ADi
DF970737.1_[180591-179039]

GCAATGCGGTTTAGTTAGCCTGCGAGCAAGCTCTCTCGTGC! GTGGGTGGGT AGAGAG//CGCTCTTCCTCTCTCCACCCACCCACACTGCACGAGAGAGCTTGCTCGCAGGCTACGGTTTAGTTCCACA
DF970749.1_[780974-782521]
CCCTGGTTTAATCCCTAGCCTGCGAGCAAGCTCTCTC! GTGGGTGGGT AGAGAG//CTCTCTTCCTCTCTCCACCCACCCACACCGCACAAGAGAGCTTGCTCGCAGGCTATGTAAAAGCAAGTGC
DF971749.1_[25856-24318]
CCCCGGTTTAATCCCTAGTCTGCGAGCAAGCTCTCTCGTGC GTGGGTGGGT AAGGAAGAGAG//CTCTCTTCCTCTCTCCACCCACCCACACCGCACGAGAGAGCTTGCTCGCAGGCTACC. TATTATTTA
DF971631.1_[43387-44937]

N CTGCGAGCAAGCTCTCTCGTGC! GTGGGTGGGT AGAGAG//CTCTCTTCCTCTCTCCACCCACCCACACCGCACAAGAGAGCTTGCTCGCAGGCTAATAA GC

AcademH-N14 ADi

DF970857.1_[ 396772_—395593]

TATCCCATATTGTTATAGACTGCGTGCAGTCCTTCTTCGGTCAGTCACGTCTAAGTTCGGCAGGACTGGA // TCCAGTCCTGCCGAGATCAGACGTGACTGACCGAAGAGGGACTGCTCGCAGTCTAACATTGTTAAGTGCC
DF970880.1_[552637-553747]

GGGGGGGGGGGGGGTTAGACTTCGAGCAGTCCCTCTTCGGTCAGTCACGTCTAAGT TCGGCAGGACTGGA / / TCCAGTCCCGCCGAGCT TAGACATGACTGAGCGAAGAGGGACTGCTCGCAGTCTA TTGCCTC
DF970924.1_[445447-444338]

TCACTCAAACCTCCCTAGACTGCGACCAGTCCCTCTTCGGTCAGTCACGTCTAAGTTCGGCAAGACTGGA // TCCAGTCCTGCCGAGCTTAGACGTGACTGACCGAAGAGGGACTGCTCGCAGTCTARAACCTCCCTATCAA
DF971197.1 [21560-20509]

CAAACACCATKTTCCTAGACTGCGAGCAGTCCCTCTTCGGTCAGTCACGTCTAAGTTCGGC‘AGGACTGGA/ / TCCAGTCCTGCC! ‘GTGACTGACCGA 'TGCTCGCAGTCTACCATATTCCTTAAAA
DF971525.1_[58401-59517]

TTTGAAGGGCATTCCTAGACTGCGAGCAGTCCCTCTTCGGTCAGTCACGTCTAAGCTCGGCAGGACTGAA // TCCATTCCTGCCGAGCT TAGACGTGACTGACCGAAGAGGGACTGCTCGCAGTCTAGGGCATTCCCGACCG
DF971603.1_[37293-36229]

TTTCTCTTGTTTTCATAGACTGCGAGCAGTCCCTCTTCGGTCAGTCACGTCTAAGTTCGGCAGGACTGGA // TCCAGTCCTGCC! GTGACTGACCGA 'TGCTCGCAGTCTATTGTTTTCATGTCTA

Academ-4_ADi
DF970725.1_[858884-862250]

ATCGCACGAGCCTTTTTGTCCGGGAGCAAATGTCATAAAATAAGGTCCC! TTTTT TGAAAG//CAGTGGCTTGCTTTCAGCACAAACTTCCCAC ACTTGCTCCCAGACTAGAAGTCGGGCGCGCG
DF971040.1_[231320-221366]

GARAGCTCGTTATACTAGTCCGGGAGCARATGTCATAATACATGGTCCCGTGGAATTTTTTTGCTGAAAG/ /CAGTGGCTTGCTTTCTGCACAAACTTCCCAC 'ACTTGCTCCCTGACTATACGTTCCATTTCTC
DF971227.1_[99230-108793]

GATT' TCCC CGGGAACAAATGTCATAATATAAGGTCCCGTGCGATTTTTTTGCTGAAGG//CAGTGGCTTGCTTTCAGCACAAACTTCCCAC ACTTGCTCCC GCA

DF971231.1_[84451-82349]
CTCCGATTGCCGTTATAGTCCAGGAGCAAATGTCATAATATAAGGTCCCGCGGGACTTTTTTGCTGAAAG/ /CAGTGGCCTGCTTTCAGCACARACTTCTCACGGGAGTACACTTGCTCCCAGACTATTACCCTCTGCATCC
DF971354.1_[132278-129290]

GGATTCCACTCAGTCTAGTCCGGGAGCAAATGTCATAATATAAGGTCCC! TTTTTTGCTGAAAG//CAGTGGCTTGCTTTCAGCACAAACT TCCCACGGAAGTACACTTGCTCCCAGACTAGTCCTTTTACAATTA
DF971568.1_[90108-92428]
CTCCCTGACTATTAATAGTCCGGGAGCAAATCTCATAATATAAGGTCCC! TTTTTTGCTGAAAG//TAGTGGCTTGCTTTCAGCACAAACTTCCTAC ACTTGCTCCCAGACTATA. AGTACA
DF971930.1_[12724-9543]

A( T AAATGTCACAATATAAGGTCCC TTTTTTGCTGAAAG//CAGTGGCTTGCTTTCAGCACAAACTTCCCAC ACTTGCTCCCAGACTAATTTGCTTGTAAGAA

Academ-5 ADi
DF971126.1_[325442-322036]
AAGTATTAGTCTAATTAGTCTGGCAGCATGTGTAACAAATTAAAGTCCCGTGGGCATTTCGTAAAGAARA //AGGAAGCATGTTTTCTTCACGAAATGCCCACGGAATTACCAATGCTGCCAGACTARATGAAGGCGGGTCA

Academ-6 ADi
DF971274.1_[85464-88370]
ATTCCGTA. T CAGTCATTTTAT AAAAATCGGTCAACCTGCAACTAATTGCACCAGAA//AGAGAAAGGTTCTGTTGCAATTAGTGGCAGGTCCAGCCACAAAATGACTGGACTATTAACAGAGGCGAGT

Academ-7 ADi

DF970909.1_[ 471096—474588]

GAAAACGGCAATAAATAGTCCAGGCATTTTATTGACAAAAGTCGGCCAACCTGCCACTAATTGCAARAGA // TGAGAAATCTTCTTTTGCAAT TAGT TGCAGGTCCCTCGACAAAATGCCTGGACTARAAAACAAGACAAAT
DF971017.1_[377178-379783]

TCTAAATAGGCATATTAGTCCAGGCATTTTATCGTCAAAAGTCGGCCAACCTGCCACTAATTGCAAAAGA // TGAGAAAGCT TCTTTTGCAAT TAGT TGCAGGTCCCTCGACAAAATGCCTGGACTATATAATTGGTCATAG
DF971063.1 [137840-134472]

GTTGATTTCTKCTTATAGTCCAGGCATTTTATCGTCAAAAGTCGGC(‘AACCTGC(‘ACTAATTGCAAAAGA//TGAG" AAGCTTCTTTTGCAATTAGTTGCAGGTCCCTCGACAAAATGCCTTGGCTATTACTGTACTTCGAG

Academ-8_ADi



DF970694.1_[190177-195386]

TAATTATTCTTAGT. CAGACTCCTCTATCATGCTTARAAATGGCTTTGACATGGACGG/ /TT Al GTCCATCATTTCGCAAAAATTT TCTGGCCCCC TAGCGCATGTGAAC
DF970782.1_[65078-69838]

AAACAAAATTAATTATAGTCAGGGGGCCAGACTCCTCTATCATGCTTARAAATGGTCTTGACATGGACGG// TTTATATCAAGGTGTGCATCATTTCGCAAARAATTT TCTGGCCCCCTGACTATTAGGGGT AAAT
DF971552.1_[24861-31395]

TGTCACCTGTACTACTAGTCAGGGGGCCAGACTCCTCTATCATGCTTAAAAATGGCCTTGATAT GG//TT Al 'GTCCATCATTTCGCAAAAAATT TCTGGCCCCCTGACTATACGTAATCACTAGC
DF971552.1_[107010-113544]

TGTCACCTGTACTACTAGTCAGGGGGCCAGACTCCTCTATCATGCTTAAAAATGGCCTTGATAT GG//TT Al 'GTCCATCATTTCGCAAAAAATT TCTGGCCCCCTGACTATACGTAATCACTAGC

Academ-9 ADi
DF971075.1_[195335-193449]
ACACGCCACCACTTATAGTCCATGGGCCAGACCACTTTTCGGTACCAAACATAAGGACAAAAACTGAGTG// TTATCCCTCGTTTTGGTACCAAATAGCTCTTTTTAGGGTCCTGGCCCATGGACTATTACAGCGGTTTCTT

Academ-N1 ADi
DF971183.1_[56453-58977]
TTCTTTCCCGTGTTTTAGACTGGGACAAATTCCAAGAAAGCCTGC! TTTAAACTTCTGTCGGCAAACT//ACTTTTCCTC! T 'CGACAGAAGTCCACTTTTTGCGAAATGTCCCAGTC! TTTGCAACATTAAA

Academ-N2 ADi
DF971375.1_[158936-156240]
ATAAATAAACTCAAATAGTCAGGCGGTTATTTGCAGAATATTACATAAATTGTGCACTTTGGGCTAAAAA //CATTTTCATTATT TTAGCCAAAAGTGCACAATTTTTTCACATAACCGTCTAACTAARATGGAATTGGGCC

Academ-N4 ADi

DF970920.1_[520454-517482]

ACAAATTGACAAGGATAGTGTGGTCGCTTAACCCAAAATTTGAGCCGGATCATGACAAAGCGGACAAAAG/ /AACTTTGGCACTTTTGTCCAGTCTAACACGATCAT TCCGCTAAGCGGCCAGACTAGGATGCTTATGTGAA
DF971062.1_[146057-143270]

CAAACAGTGGCTAAATAGTCTGGTCGGTTAATGCAAAATT CGGATCGCGATAAAGCGGACAAAAG//AATTTTGTCACTTTTGTCCAGTCTGTCAGGATCATTCCGCTAAGCGACCAGACTAAA TGTTG
DF971231.1_[126496-129444]
CCGTGTTTTCAATT TGGTCGCTTAATGCAAAATT CGGATCGTGACAAAGCGGACAAAAG//AATTTTGGCACTTTTGTCCAGTCTGTCACGATCATTCCGCTAAGCGACCAGACTATTAGTAGAAGGTTAT

DF971286.1_[17868-15028]
AAACTGTCTTGCTATTAGTCCGGTCGCTTAATGCAAAATTTGAGCCAGATCGTGACAAAGCGGACARAAG//AATTTTGGCACTTTTGTCCAGTATCTCACGATCAT TCCGCTAAGAGACCAGACTATATTGCCATTGTATT



Figure S3. Termini and TSDs of AcademHP families from animals. TSDs are colored in red. Positions of TEs are shown in parentheses.

Priapulus caudatus (priapulus)

AcademHP-1 PrCa
KQ717385.1_[15604-5998]
GAGACCTCTTATCANATGATGTCAGGCAACACAGTAAAATAGGCGCGTAGAAGTGACCGCAS AATA//TATTTTCTATGCGGTCACTTCTACGCGCC! TT TGCCTGACATCATGCGGGCTC'

Saccoglossus kowalevskii (acorn worm)

AcademHP-1 SKow

ACQM01014202.1_[9392-482]

ATGTAGCTGGAAATGTAGCTGTGGGTCCATAGCTCTGCTTGTGTCGATCTGATGTTATAATARAACGTACT //AGTACGTTTATTATAACATCAGATCGACACAAGCAGAGCTATGGACCCACAGCTAGAGGGGACCTAGTAT
ACQM01090185.1 [9254-351]

AACCGACCGAAARATTAGCTGTGGGTCCATAGCTCTGCTTGTGTCGATCTGATGTTATAATARACGTACT, //AGTACGTTTATTATAACATCAGATCGACACAAGCAGAGCTATGGACCCACAGCTACTGGAAATGTAGTTA
ACQM01120027.1_[9244-460]

GCATCAGGCAGCTGGTAGCTGTGGGTCCATAGCTCTGC TTGTGTCGATCTGATGTTATAATAAACGTACT //AGTACGTTTATTATAACATCAGATCGACACAAGCAGAGCTATGGACCCACAGCTAACTCTATGGCTGTCA
ACOM01122246.1_[479-9324]

CTGCTACTTTTGCGTTAGCTGTGGGTCCATAGCTCTGCTTGTGTCGATCTGATGTTATAATAAACGTACT //AGTACGTTTATTATAACATCAGATCGACACAAGCAGAGCTATGGACCCACAGCTACAAACGATAATACAT

(internally deleted derivatives)
GL011285.1_[64378-57551]

AGTGGCTGTGTTACCTAGCTGTAGGTCCATAGATCTGCTTGTGTCGATCTGATGTTATAATARACGTACT //AGTACGTTTAT! ACATCAGATCGACACAAGCAGAGC! CCACi AGAGCTGTGGACC
GL012061.1_[17161-16973]
ACATACAATGATGACTAGCTATGGGCCCATAGCTCTTCTTGTGTCGGTCTTTTGTCTCTGTGCATGTATT // TATCTGAAAATAAAAACAAA ACAAGAAGAGC 'CCACAACTAAATAATCACATGATT

GL012471.1_[26952-18443]

GAATATGTCCGAACATAGCTGTGGGTCCATAGCTCTGCTTGTGTCGATCTGATATAATAAACGTACTTGA // AGTACGTTTAT TATAACATCAGATCGACACAAGCAGAGCTATGGACCCACAGCTAACTCTATGGCTGTCA
GL013212.1_[1068184-1068045]

Ci TGATATATAGCTGT CCATAGCTCTGCCTGTGTCGATCTGA' AAACGTCGT//CATACGTTCAATATATCGTCAGATCGACACAAGCAGAGCTTTGGAACCACAGCTATCTGATATATTGAAC
GL013286.1_[281495-281205]

AATCACTGCTAGTACTAGCCGTGGGT TCATATCTCTTCTTGTGTCGGTCTTTGTGGTGATATTTTAGARA //CCATCACARAAGACTAAAGACCGACACAAGAAGAGCTATGGACCAACT TACAGCTATGTTAGTGCARATTA
GL013464.1_[384002-383236]

AGTAATTCAATTTTGTAGCTGTGGAACCATAGCTCTGCTTGTGTCAGTCTTTAGTCTTTGTAATGGTATT //AATAACATAACCAAGACTACAGACCGACACAAGAAGAGCTATGGAATCAGAGCTATCCAAGTTGTTGTCT
GL014407.1_[120945-121830]

ATGTAGCTGGAAATGTAGCTGTGGGTCCATAGCTCTGCTTGTGTCGATCTGATGTTATAATAAACGTACT //AGTACGTTTATTATAACATCAGATCGACACAAGCAGAGCTATGGACCCACAGCTACTGGAAATGTAGTTA
GL014555.1_[406644-397370]

TTTTACCARACGATATAGCTGTGGGTCCATAGCTCTGCTTGTGTCGATCTGATGTTATAATAAACGTACT //BAGTACGTTTATTATAACATCAGATCGACACAAGCAGAGCTATGGACCCACAGCTACARACGATAATACAT
GL015690.1_[49435-49179]

CTCTATGTACTACGTTAGCTGTGGGTCCATTGCTCTTCTTGTGTCGGTCTTTTGTCTTTGTAATGGTTTA/ /AATACCATTACAATAACTAAAGAGCAACACAAGAAGAGCTACGGACCCATAGCTAGCACTCTGTAAACTA
GL018532.1_[32133-31068]

AGAACATCCGGCGAGTAGCTGTGGGTCCATATCTCTTCTTGTGTCTGTATTTAGTCTTTGTGATGATATT //ACGATCACAAGGACTAAAAAAAACCGATACAAGAAGAGCTATAGACCCACACCTACCAGGTAAGTTTCTG

Strongylocentrotus purpuratus (purple sea urchin)

AcademHP-1_SP
KN918009.1_[267917-283515]

GATTTGGGCAAAACATAGCCTGACCAGACGCCGTGCGTAGCACGGCGTCTGACCTCCTCCCATACCGCCA//TTTT AAGCH 'ATCCCCGAGCTTCGCTC! TTAGGCTGATGTTGGATC
KN919599.1_[331545-347125]
TATTTTATCTACAGTTAGCCTGACCAGACGCCGTGCGTAGCACGGCGTCTGACCTCCTCCCATACCGCCA/ /TTTT AAGC 'ATCCCCGAGCTTCGCTC TTAATCTACAG!' C

(internally deleted derivatives)
KN914055.1_[130122-130171]

ATGCACGTGGCCGAGTAGCCTGACCAGACGCCGTGCGTAGC TTCGCTC TTAGTGGCCGAGGAGCTT
KN914420.1_[21171-21975]
ATGCACTAATCAATCTAGCCTGACCAGACGCCGTGCGTAGCACGGCGTCTGACCTCCTCCCATACCGCCA// TTTT AAGC 'ATCCCCGAGCTTCGCTC TTATTATCAATCATGTGA

KN918731.1_[181769-190381]
TTGTATCTCAAAAACTAGCCTGACCCAGACCCGGCCGTAGCACGGCGTCTGACCTCCTCCCATAACCGCC/ / TTTGGAGCAGTCGGGGT TACATCCCGAGCTTTCGCTCGGGATGTGTAATTTGATACT CARAACTGTGAAA



Table S3. Non-autonomous DNA transposons newly classified as Academ.

Original name Origin New name Lineage

DNAS-3_PGr Puccinia graminis AcademH-N2_PGr AcademH
DNAS-3B_PGr Puccinia graminis AcademH-N2B_PGr AcademH
DNAY-1_PGr Puccinia graminis AcademH-N3_PGr AcademH
DNAY-1B_PGr Puccinia graminis AcademH-N3B_PGr AcademH
DNAY-2 _PGr Puccinia graminis AcademH-N4_PGr AcademH
DNAY9-3 _PGr Puccinia graminis AcademH-N5 _PGr AcademH
DNAY9-4_PGr Puccinia graminis AcademH-N6_PGr AcademH
DNA7-2 _PSt Puccinia striiformis AcademH-N9_PSt AcademH
DNA7-3_PSt Puccinia striiformis AcademH-N10_PSt AcademH
DNA9-1_PSt Puccinia striiformis AcademH-N11_PSt AcademH
DNA9-2 _PSt Puccinia striiformis AcademH-N12_PSt AcademH
DNA-10_PSt Puccinia striiformis AcademH-N6_PSt AcademH
DNA-15_PSt Puccinia striiformis AcademH-N7_PSt AcademH
DNA-27 PSt Puccinia striiformis AcademH-N8_PSt AcademH
DNA9-1 MLP Melampsora larici-populina AcademH-NI_MLP AcademH
DNA9-8 CGi Crassostrea gigas AcademH-N1_CGi AcademH
DNAY-2 CGi Crassostrea gigas AcademH-N2_CGi AcademH
DNAY-2B_CGi Crassostrea gigas AcademH-N2B_CGi AcademH
DNA-27 CGi Crassostrea gigas AcademH-N3_CGi AcademH
DNA-9-34 NV Nematostella vectensis AcademH-N1_NV AcademH
DNA-9-344 NV Nematostella vectensis AcademH-NIA NV AcademH
DNA-9-36 NV Nematostella vectensis AcademH-N2_NV AcademH
DNA-9-364 NV Nematostella vectensis AcademH-N2A NV AcademH
DNA-3-3 NV Nematostella vectensis Academ-N1_NV AcademX
DNA-3-4 NV Nematostella vectensis Academ-N2_NV AcademX
DNA-3-5 NV Nematostella vectensis Academ-N3_NV AcademX
DNA-3-6 NV Nematostella vectensis Academ-N4_NV AcademX
DNA-3-7 NV Nematostella vectensis Academ-N5 NV AcademX

The number just after ‘DNA’ and before °-° in the family names indicates the length of TSDs.



Table S4. AcademHP remnants found in teleost.

Order Family Species Accession numbers
Anabantiformes Anabantidae Anabas testudineus LR132056.1
Osphronemidae  Betta splendens LR132012.2
Carangiformes Carangidae Seriola lalandi NW_019525454.1
Ovalentaria incertae sedis Pomacentridae Stegastes partitus NW_007577820.1
Acanthochromis polyacanthus  NW_019029904.1
Perciformes Bovichtidae Cottoperca gobio LR131930.1
Pempheriformes Lateolabracidac  Lateolabrax maculatus CP032593.1
Cypriniformes Cyprinidae Labeo rohita QBIY01012683.1,

QBIY01012664.1




