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sin KSKT03 6 XHY31 14
int GT06 2 GT04 22

sin KSKT11 1

int MNS20 3 MNS03 10

prz GSE05 5 WB03 2
prz GB04 6 KLMY19 3 MGF09 4 NCT45 4

sax LX21 1 JC03 1 PMO05 7 LX24 4 Y D 25=3mmmmmmeeeeeeeeee

prz GB04 1 KLMY19 6 MGF09 4 NCT45 2 WB03 8 prz MGF09 1
gla ‘;V/'zgggg reg BYG04 6 XJJ01 3 XZN21 1
reg
reg XABO3 5 reg XAB03 5
gla WBB27 3 reg XABO3 6
prz WB03 1 GSE05 3 sin KSKT033 XHY316
sin XHY28 2 XHY31 13 sin XHY28 2
sin MGT02 12 ’
sin MGT02 9 sin MGTO2 4
sin KBD10 10 sin KBD10 3
sin KB%m 12 int QHHH28 1 GT04 6 GT06 3
sin LWG11 11 )
int QHHH28 2 sin LWG11 1
reg XZN213 int MNS03 5
int MNS20 1 sin KSKT11 2
reg XZN217 .
req X1J01 2 int GTQ4 4 GT06 10
reg XAB03 1 int MNS20 5
reg BYggA. ; sin MGTO02 1
reg BYG04 )
sin LWG 1112 sin LWG112
sin XHY28 16 gla WBB27 3
int MNSO03 6
sax PMO5 15 LX24 5 lik MRK14 1
sax JC03 6 .
lik GHZ01 10 lik GHZ01 4
lik MRK14 1 lik AN11 4
ger RCZ02 17 mai YJG14 6
lik AN112 mai LY14 13
sax YD25 28
mai LY14 18 ger RCZ02 1
mai DCO03 8 ger RCZ02 6
mai YJGO04 3 mai DCO03 3
sax PMO5 25 LX21 3 lik GHZ01 9
sax JC03 7 .
lik MRK14 2 mai DCO3 4
sax YD25 6 mai YJG14 9
mai LY14 3 mon YX02 1 YX053 YMT16 4 MGDO1 1 MGEO03 2
min HZ03 4 QT05 2
mai DCO3 9 mon JFS10 4
sax LX24 1 1LX219 mon JFS06 3 MGDO1 2
sax PMO05 27 equ XHD04 7
mon JFS06 5 JFS10 3
mon YMTO08 4 mon KBX08 2
mon YMTO08 1 mon YMTO08 3
mon NMCO08 12 .
mon YX02 5 YX05 6 NMCO5 2 YMT16 1 sin KSKT03 6
mon YMT16 4 mon NMC08 2 NMC05 4
ger RCZ02 4
mon YX02 2 equ XHD04 8
sax PMO05 17 equ SM03 2
O equ: E. equisetina 2x equ SMO7 4
sin KSKT1112 xHY3110 ger: E. gerardiana 2X equ SBG02 3
sin KSKTO03 4 . equ XWTO06 1
sin XHY28 9 ger: E. gerardiana 4x &«
: min HZ03 3 QTO05 4
sin MGT02 10 min: E. minuta 2X
int GT06 19 GT04 6 - = sax LX24 2
sin LWG11 32 mon: E. monosperma  2X lik GHZ01 1
int MNS20 11 ..
mai YJG04 14 prz: E. przewalskii 2X  saxPMO511LX213 ;ggz i
mai YIG01 13 prz: E. przewalskii 4x mai
. ZXG14 20 DZ19 7
sax JCO03 4 - 2 ger
reg: E. regeliana X
gla WBB27 17 ! ger ZXG14 21
equ JJS06 2 reg: E. regeliana 4x sax LX24 3
mai DC03 7 -
equ XHD4 1 rhy: E. rhytidosperma  2x sax PMO5 11
int QHHH28 4 . int MNS20 7
X LX21 6 gla: E. glauca jx e
sax JC03 2 int: i i X
ger DZ19 8 II’_]t. E. Ir_]te_rmedla equ XWT06 9
ger ZXG14 12 sin: E. sinica 4x equ 3506 3
ger DZ197 e HYA H
lik MRK14 12 lik: E. Ilklanggnms 4x equ JIS06 4
sin MGTO02 16 sax: E. saxatilis 4x mai LY14 7
int GT06 1 GT04 5 ; - :
int QHHH28 6 mai: E. saxatilis var. 4x lik MRK142
equ JJS06 6 S lik AN11 1
equ SBGO2 2 mairel
equ XWT06 1 ger RCZ02 3 DZ195
sin KSKT11 11 KSKT03 11 sax YD25 5
mon MGEO03 1 mai LY14 3
mon KBX08 4 :
lik AN115 ) sin MGTO02 3
mon MGEQ3 2 sin KSKT11 3 MGTO02 2
mon KBX08 2 MGDO1 3 )
lik ANL1 4 sin XHY313
sin LWG11 19 sin XHY28 5
sin KBD10 9 sin XHY28 4
equ SBG02 4 .
int MNS03 1 int MNS20 8
int MNS03 2 sin XHY315
int MNS20 4 i
gla WBB27 14 sin KBD10 1
equ XHD04 3 sin LWG11 4
equ SM03 1 i
equ SM03 2 . int QHHH28 3
equ SM07 3 int GT04 2 MNS03 7 GT06 5
equ SM07 1 glawBB27 1
equ XWTO06 6 .
ger RCZ02 2 sin KSKTO03 4
rhy XKO05 2 rhy HLB04 2
rhy HLB04 1 rhy XK05 6

E. foeminea_13

E. foeminea _11

DDB2

53/59

—

50/--

A

100/99

_I 62/57 56/70
100/100
52/63
75/78
68/82
63/64

85/66

65/55

1 100/100
—

Fig. S4 Majority-rule consensus trees obtained from maximum parsimony analyses of the LFY and DDB2 datasets.
Numbers associated with branches are bootstrap percentages of MP and ML greater than 50%. Bold lines indicate
Bayesian posterior probabilities greater than 0.90. Diploids are in black, and tetraploids are in color. Green, E.
glauca, E. intermedia and E. sinica; Red, E. gerardiana, E. likiangensis, E. saxatilis and E. saxatilis var. mairei;
Purple, E. regeliana and E. przewalskii. The combinations of letters and numbers following species names represent

different clones.



