99 031 4650 24ss OBPS
Arctic surface sediment clone (EU287202)
mangrove soil clone MSB-4H8 (DQ811820)
Gulf of Mexico clone SM1-GC205-Bac2d (DQ521790) |1d
100 | Eel River clone Eel-36e1G12 (AF354163)
oil field clone Gulfaks b126 (FM179902) |1e
007_OBRsu OBRS SEEP-
055_4650 24ss OBPS
Cascadian margin clone Hyd89-21 SEEP1a (AJ535235) |1a SRB-1
Eel River clone Eel-36e1H1 (AF354164)
Eel River clone Eel-BE1C3 (AF354147) 1b

as hydrate clone AT425 EubD9 (AY053490)

gas hydrate sediment clone HydGC-84-170B (AM229199) | 1f
mud volcano clone BC-2B-23 (AY592383)
003_4650_24ss OBPS

Guerrero Negro mat clone 09D2288 (DQ330998) | 1c
Santa Barbara basin clone 10bav_A7red (EU181464)
Desulfosarcina variabilis (M34407)
Desulfatirhabdium butyrativorans (DQ146482)
Desulfobacterium indolicum (AJ237607§
BR35_1ss OBNS

100 Desulfocella halophila (AF022936)
L———BR42_1_100su OBSS
Desulforegula conservatrix (AF243334)
BR46_4_024 OTU 18 OBB(6) OBNS (3)
BR51_5-6_031ss OBNS
Shaban deep brine clone (AJ347755)
BR42 1 _031su OB
Desulfosalsimonas propionicica (DQ067422)
Hypersaline pond sediment clone (FJ536432)
BR51_2-3_0250BNsu OTU19 OBNS(4)
BR42_1_026su OBSS
66l BR42 1 056 OTU16 OBSS(6) OBB(1) OBNS (2)

Desulfobacteriaceae
62

Desulfarculus baarsii DSM 2075 (CP002085) | Desulfarculaceae
. 91 —011 4650 24ss OBPS
4100&611[ margin sediment clone (AB177215)
9% 033 4 [érazrga Basin brine clone UBBB 60 (AY226336)
9% 650 _24su OBPS e
Jy Yellow Sea sediment clone (EU617850) D. anilini group

Desulfobacterium anilini (AJ237601)
[041 4650 24su OBPS
Arctic surface sediment clone (FN396628)
Discovery Basin clone DBBB 60 (AY226305)
100 — BR46 4 72br OTU23 OBB(3)
L Shaban Deep clone (AJ347756) | MSBL7
100 :0267465072455 OBPS(2)
Peru margin sediment clone (AB177175)
044_4g50_24su OBPS
— 64 Discovery Basin clone DBBB 39 (AY226291)
63 Coral reef sediment clone (EU035900)
99 Nitrospina gracilis (L35504 . .
100 BRS4 2 008ss onee Nitrospinaceae
Pydromermal vent field sediment (FN553499)
I: Eel River clone Eel-BE1D3 (AF354152)
Guaymas Basin clone alb003 (AF420337) | SEEP-SRB-2
70 049_4650_24su OBPS
Desulfurella acetivorans (X72768)
73 — Discovery Basin brine clone DBBB 9 (AY226318)
BR46_4 046 OTU24 OBB(4) OBNS(2) OBSS(1)
BR51_2-3 007su OBNS
L’ Atalante Basin brine clone (AY226207 i
Candeleria lagoon hypersaline mat(clone (EU2)45298) Desulfohalobiaceae
L’ Atalante Basin brine clone ABBB 78 (AY226224)
L’ Atalante Basin brine clone ABBB 52 (AY226213)
Desulfovermiculus halophilus (DQ139408)
——————— Desulfohalobium retbaense %X99235)
58 BR54 2" 008ss OBSG
BR54 2 012ss OBSG

100

021_BR20_1-2 OBRS(2)

79 038 4650 24ss OBPS
& PearT River sediment clone (EF999359) Sh765B-TzT-29 Grou p

BRSI1_2-3_0l4su OBNS (SBR1093 division)

Saanich lnlet clone (GQ348094)

BR51_5-6 031ss OB

100 - BR34_1 012 4650 3su OBSG

92 || Guinea Basin clone (AM997742)
hydrothermal vent field clone (FN553496)

100 Bannock Basin brine clone (AY226244)
i‘:LEDesulfocapsa sulfexigens (Y13672)
100 - Cascadia Margin clone Hyd01-17 (AJ535218) | R _
9 Guaymas Basin clone (AF420366) SEEP-SRB-4 Desulfobulbaceae

Desulfobulbus mediterraneus (AF354663)
68 Mosby mud volcano clone HMMV-: sortedANME3agg -Bac014 (AM404331)
100 — Cascadia Margin clone Hy89-40 (AJ535251)

hydrothermal vent clone SF C7-G10 (AY531563) SEEP-SRB-3

Escherichia coli (X80725)

0.02  S1 Fig: Phylogenetic tree of near-complete Orca Basin deltaproteobacterial 16S rRNA gene clone
sequences. Tree was constructed with the NJ method. Bootstrap values are displayed next to nodes. Only bootstrap
values of >50% shown. OBB: Orca basin south sub-basin brine. OBSS: Orca Basin south sub-basin hypersaline
sediment (MUC 6), OBNS: Orca Basin north sub-basin hypersaline sediment (MUC 7), OBRS: Orca Basin saddle area
red sediment (MUC 8), OBPS: Orca Basin saddle area pink sediment (core 4650-24). OBSG: Orca Basin saddle area
sponge garden (core 4650-3) For sites with multiple sequences > 97% , number of clone sequences per OTU are
indicated in parentheses.



