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Supplementary	Figure	Legends	

Table	S1:	Correlation	of	genes	scores	in	the	SJRH	cohort	

Table	 S2:	 Association	 of	 biomarkers	 with	 clinicopathological	 parameters	 in	

the	SJRH	cohort.			

	

Table	 S3:	 Prognostic	 significance	 of	 biomarkers	 in	 stage	 I-III	 patients	 in	 the	

SJRH	cohort	

	

Table	S4:	Correlation	between	mRNA-protein	in	the	JBR.10	cohort	

	

Figure	S1:	IHC	staining	of	biomarkers	on	the	SJRH	TMAs.		Representative	images	

demonstrating	low	and	high	nuclear	staining	of	HEXIM1	(a,	b),	cytoplasmic	staining	

of	UMPS	(c,	d),	and	cytoplasmic	staining	of	FAM64A	(e,	f),	respectively.	

	

Figure	S2:	Prognostic	evaluation	of	individual	biomarkers	in	SJRH	cohort.		The	

OS	 and	 RFS	 curves	 according	 to	 HEXIM1	 (a,	 b),	 UMPS	 (c,	 d),	 and	 FAM64A	 (e,	 f),	

respectively.		
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