Table S1: Strains used in this study.

Strain Name | Alias Genotype Source

ScLC382 S. cerevisiae Sigma ura3A Kohler Lab

CkLC571 Candida krusei 1680 | Clinical isolate Eaek')tma”

CILC572 C. lusitaniae Clinical isolate ATCC
(ATCC® 42720™)

CtLC575 C. tropicalis 1685 | Clinical isolate Eaek')tma”

CdLC743 C. dubliniensis 36 Clinical isolate (1)

CalC5083 C. auris Ci6684 Clinical isolate (2)

Candida parapsilosis S
CplLC6144 Cl | isolat ATCC
pLC6 (ATCC® 22019™) inical isolate
arg/arg4 his1/his1

CalLC239 SN95 URA3/ura3::imm** (3)
IRO1/irol1::imm?*3*
ura3::imm**/ura3::imm**

CalLC CAl4 cyriA 1A 4

ale535 cyrl/eyr cyr1::hisG-URA3-hisG/cyrl::hisG @
ura3::imm**/ura3::imm**

CalC563 CAI4 efg10/efg1h | o1 hisG/efg1: hisG-URA3-hisG (5)
ura3::imm**/ura3::imm**

CalLC564 CAl4 ras1A/ras1A ras1::hisG/rasi:hph (6)
ura3::imm**/ura3::imm**

CalCo14 CAI4 cph1A/cphld | 1. hisG/cphi::hisG-URA3-hisG )
ura3::imm**/ura3::imm**

CalLC922 CAl4 HSP70p-lacZ HSP70/HSP70p-lacZ::URA3 (8)
umeé6::C. maltosa LEU2/ume6::C.
dubliniensis HIS1 arg4::ARG4/arg4

SN152 . .

CalC1566 ume64/ume64 leu2/leu2 his1/his1 (9)
ura3::imm*?*/URA3
irol::imm**/IRO1
ura3/ura3 cekl::hisG-URA3-

CalC2445 CAl4 cek1A/cekl1A hisG/cek1::hisG (10)
arg4/arg4 his1/his1

CalC2560/ URA3/ura3::imm**

CalC2561 SN95 tec1A/teclA | b1 Jiro1::imm?™ (11)
tecl::FRT/tecl::FRT
arg4 /arg4 his1/his1
URA3/ura3::imm*3*

CalLC2676 SNO95 bcer1A/berlA IRO1/iro1::imm?3* (12)
bcrl::FRT/bcrl::FRT




CalLC2737

SN152 brg14/brgl1A

arg4/arg4 leu2/leu2 his1/his1
URA3/ura3::imm?*3*
IRO1/iro1::imm*3** brg1::C. albicans
HIS1/brg1::C. albicans LEU2

(12)

CalLC2740

SN152 (Homann
library WT)

arg4/arg4 leu2/leu2::C. albicans
LEU2 his1/his1::C. albicans HIS1
URA3/ura3::imm*3*
IRO1/irol1::imm?*3*

(12)

CalC2742

CAF2-1

ura3::imm*?*/URA3

(13)

CalLC2897

SN95 flo84/flo8A

arg4/arg4 his1/his1
URA3/ura3::imm*3*
IRO1/iro1::imm*3* flo8::FRT/flo8::FRT

(14)

CalLC3067

SN95 Hsp104-GFP

arg/arg4 his1/his1
URA3/ura3::imm*3*
IRO1/iro1::imm** HSP104/HSP104-
GFP

(15)

CalC3431

SN152 ace2A/ace2A

arg4/arg4 leu2/leu2 his1/his1
URA3/ura3::imm*3*
IRO1/irol1::imm** ace2::C. albicans
HIS1/ace2::C. albicans LEU2

(12)

CalLC4506

SN95 Nopl-GFP

arg4 /arg4 his1 /his1
URA3/ura3::imm*3*
IRO1/iro1::imm*** NOP1-GFP-
HIS/NOP1

(14)

CalLC5039

SN152 tetO-
HSF1/tetO-HSF1
umebA/ume6bA

(preflip)

umeé6::C. maltosa LEU2/ume6::C.
dubliniensis HIS1 arg4::ARG4/arg4
leu2/leu2 his1/his1 ura3
:imm**/URA3 irol ::imm*3**/IRO1
NEUTS5L-FRT-ENO1p-Cas9-NAT-
snR52p-HSF1p sgRNA-FRT/NEUT5L
TAR-tetO-HSF1/TAR-tetO-HSF1

(16)

CaLC5084

SN152HLA (WT)

arg4::hisG/ARG4, his1::hisG/HIS1,
leu2::hisG/LEU2
ura3::Aimm434::URA3-IRO1/ura3::
Aimm434

(17)

CaLC5088

SN152 tpk14/tpk14
tpk2A/tpk2A

ura3::Aimm434::URA3-IRO1/ura3::
Aimm434, tpk2::HIS1/ tpk2::ARG4,
tpk1::LEU2/ tpk1::FRT

(17)

CalLC5275

SN250 tetO-
HSF1/tetO-HSF1

(preflip)

arg4/arg4 his1/his1
leu2::C.dubliniensis
HIS1/leu2::C.maltosa LEU2
URA3/ura3::imm*3*
IRO1/irol1::imm?*3*

(17)




NEUT5L-FRT-ENO1p-Cas9-NAT-
SNR52p-HSF1p sgRNA-FRT/NEUTS5L
TAR-tetO-HSF1/TAR-tetO-HSF1

arg4/arg4 leu2/leu2 his1/his1
URA3/ura3::imm** IRO1/iro1

Is-ll;;f/ztzg—)l_-l SF1 :imm*3* brg1::C. albicans HIS1/
CalLC5277 brg14/brgia brg1::C. albicans LEU2 NEUT5L-FRT- | (17)
( rge fio) 9 ENO1p-Cas9-NAT-snR52p-HSF1p
pretiip sgRNA-FRT/NEUTS5L
TAR-tetO-HSF1/TAR-tetO-HSF1
CAF2-1 tetO- ura3::imm**/URA3 TAR-FRT::tetO- .
CalC6152 This stud
aLCo15 RPT5/tetO-RPT5 | RPT5/ TAR-FRT::tetO-RPT5 15 STUAY
434 434
CAlA tetO- Z]C;f Ilvr/';g/efg;miisgn URA3-HisG
CalC61 RPT5/tetO-RPT5 p AL oE This stud
alCe153 o1 L{ /Z f01 ) TAR-FRT::tetO-RPT5/ TAR-FRT:teto- | o ooY
9-4/€19 RPTS5
ura3::imm**/ura3::imm**

CalLC6196 CAl4 ras1A/ras1A rasl1::hisG/ras1::hph TAR-FRT::tetO- | This study
RPT5/ TAR-FRT::tetO-RPT5
ura3::imm**/ura3::imm**
cyrl::hisG-URA3-hisG/cyrl::hisG .

CalLC6227 CAl4 cyriA/cyriA TAR-FRT::tetO-RPT5/ TAR-FRT::tetO- This study
RPT5

.| ura3::imm**/ura3::imm**
CalC6106 (Gczﬁggf)pare”t SUaIN | pis3::hisG/his3::hisG leu2::tetR- (18)
GAL4AD-URA/LEU2
. As GRACE parent SAT1::tetO-PRE1/
GRACE strain | tetO-PRE1/prelA prel:HIS3 (18)
. As GRACE parent SAT1::tetO-PRE2/

GRACE strain | tetO-PRE2/pre2A pre2-HIS3 (18)

As GRACE parent SAT1::tetO-PRE3/ .

GELCO0586 tetO-PRE3/pre3A pre3::HIS3 This Study
As GRACE parent SAT1::tetO-PRE4/ .

GELC0394 tetO-PRE4/predA pred::HIS3 This Study

. As GRACE parent SAT1::tetO-PRE5/
GRACE strain | tetO-PRE5/pre5A pre5:HIS3 (18)
. As GRACE parent SAT1::tetO-PRE6/
GRACE strain | tetO-PRE6/pre6A pre6::HIS3 (18)
. As GRACE parent SAT1::tetO-PRE7/
GRACE st tetO-PRE7, 74 1
strain etO /pre pre7-HIS3 (18)
GRACE strain | tetO-PRES/pre8A As GRACE parent SAT1::tetO-PRE8/ (18)

pre8::HIS3




As GRACE parent SAT1::

tetO-PRES/

GELC0910 tetO-PRES/pre9n | " 0 This Study
GELC0118 tetO-PRE10/pre10/ S:e(;gz:c:: E‘;re”t SATL:tetO-PREI0/ | 1.c stidy
GRACE strain | tetO-PUP1/pup14 zzlfﬁﬁfégpare”t SATL:tet0-PUPI/ | 1)
GRACE strain | tetO-PUP2/pup24 SZszFfﬁ#C/E 3pare”t SATL:tetO-PUP2/ | 1)
GELC0583 tetO-PUP3/pup34 zsz;ﬁjE 3pare”t SATL:tet0-PUP3/ | 1. tudy
GRACE strain | tetO-SCL1/scl1A ?;/1GR/-/;§§ parent SATL:tet0-SCLI/ | 1q,
GRACE strain | tetO-RPN3/rpn34 f;ngigggpare”t SATL:tetO-RPN3/ | 1)
GRACE strain | tetO-RPN5/rpn5A rA;nGb_ngsEgpare”t SATL:tetO-RPNS/ | 1)
GRACE strain | tetO-RPN6/rpn64 f;niigggpare”t SATL::tetO-RPN6/ | 1)
GRACE strain | tetO-RPN7/rpn74 f:niigggpare”t SATL:tetO-RPN7/ | 1)
GRACE strain | tetO-RPN8/rpn8 f;niigggpare”t SATL:tetO-RPN8/ | 1)
GELC0058 tetO-RPN9/rpn9. rA;nGgmfsEgpare”t SATL::tetO-RPNS/ | i study
GELC0588 tetO-SEM1/sem1A ?[i‘l\j;fflfsgarent SATL:tetO-SEM1/ | 1pic oty
GRACE strain | tetO-RPN11/rpn114 rA;nGl iﬁf”ESga rent SATL::tetO-RPNLL/ | 1)
GRACE strain | tetO-RPN12/rpn124 f;nGlzéI?IESga rent SATL::tetO-RPN12/ | 1)
GRACE strain | tetO-RPT1/rpt14 rA;tf:F:{//j/Cs_Ea parent SATL::tetO-RPT1/ | 1)
GELC0395 tetO-RPT2/rpt24 rA;tS:F:{//-?/Cs_Ea parent SATI:tetO-RPT2/ | ric sidy
GRACE strain | tetO-RPT3/rpt34 2;‘26652%?““ SATL:tetO-PR26/ | 1¢)
GRACE strain | tetO-RPT4/rptdl 'rA;thl:F:{I'jICSE parent SATL:tetO-RPT4/ | g,
GRACE strain | tetO-RPT5/rpt5A rA;tg:F:{//j/cs_Ea parent SATL::tetO-RPTS/ | 1)
GRACE strain | tetO-RPT6/rpt6A As GRACE parent SAT1::tetO-RPT6/ (18)

rpt6::HIS3




. As GRACE parent SAT1::tetO-RPN1/
GRACE strain | tetO-RPN1/rpnlA rpn::HIS3 (18)
. As GRACE parent SAT1::tetO-RPN2/
GRACE strain | tetO-RPN2/rpn2A rpn2::HIS3 (18)
As GRACE parent SAT1::tetO-RPN10/ .
GELCO0260 tetO-RPN10/rpn10A rpn10::HIS3 This study
. As GRACE parent SAT1::tetO-RPN13/
- 1
GRACE strain | tetO-RPN13/rpn13A rpn13::HIS3 (18)
HELCO0260 RPN10/rpn10A As GRACE parent RPN10/rpn10::HIS3 | This study
HELC0583 PUP3/pup34 As GRACE parent PUP3/pup3::HIS3 This study
HELCO586 PRE3/pre3A As GRACE parent PRE3/pre3::HIS3 This Study
HELCO588 SEM1/sem1A As GRACE parent SEM1/SEM1::HIS3 | This Study
HELC0910 PRES9/pre9A As GRACE parent PRE9/pre9A::HIS3 | This Study
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