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Fig. S2

B. anthracis

B. subtilis
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Fig. S3
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Fig. S4
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Fig. S5

motif 1 motif 2

PrfA
ATGAACGCTCAAGCAGAAGAATTCAAAAAATATTTAGAAACTAACGG

footprinted site

IDAP-seq site

nucleotides identified by mutational analysis



