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Genes Forward primer Reverse primer Function 
proBZR1 5’CACCGGTCTCAAGTAGCCTA

ATTCATCGAACCCTCT 3’ 
 

5’TTTGGTCTCATCATCGGGAA
AACCAACAACCAA 3’ 

Cloning 

BZR1 5’ 
CACCATGACTTCGGATGGAGC
TACG 3’ 

5’ ACCACGAGCCTTCCCATTTC 
3’ 
 

Cloning 

proBZR1::BZR1 
overlap 

5’ 
CGTAGCTCCATCCGAAGTCAT
CGGGAAAACCAACAACCAA 3’ 

5’ 
TTGGTTGTTGGTTTTCCCGAT
GACTTCGGATGGAGCTACG 3’ 

Cloning 

BZR1K280R 5’ 
TCAATCTTGTGAGACCTGCGC
T 3’ 

5’ 
AGGCGCAGGTCTCACAAGATT
GA 3’ 

Site-directed 
mutagenesis 

BZR1K320R 5’ 
TCAAAGCTCTCAGTTTAAATTT
GAGAATAG 3’ 

5’ 
CTATTCTCAAATTTAAACTGAG
AGCTTTG 3’ 

Site-directed 
mutagenesis 

BZR1 5’ 
GTTACCCCACCGGTCTCATC 
3’ 
 

5’ 
TGAAACTGGTGGCGATGTGT 
3’ 
 

Genotyping 

BIN2 CACCATGGCTGATGATAAGGA
GATG 

AGTTCCAGATTGATTCAAGAA
GCTT 

Cloning 

ULP1a 5’ 
CACCATGAAAAACCAATCTAG
GG 3’ 

5’ CTCGGCTTTCAGTTGCAGA 3’ Cloning 

SAUR8 5’ 
GGGACACTTCCCTGTCTACG 
3’ 
 

5’ 
GGAATGGTGAGACCCATGTCA 
3’ 
 

Q-PCR 

ulp1a 5’ 
GCCTTTTCAGAAATGGATAAA
TAGCCTTGCTTCC 3’ 

5’ CTCGGCTTTCAGTTGCAGA 3’ 
 

genotyping 

SCE1 5’ CACCATGGCTAGTG GAATC 
3’ 
 

5’ TTA GACAAGAGCA GGATAC 
3’ 
 

Cloning 

Actin 5’ CCATCGCTCATCGGAATGGA 
3’  
 

5’ 
TGGAACCACCACTGAGAACG 
3’ 

Q-PCR 

ULP1a 5’ 
TGGTTACCACAAACGGAGCG 
3’ 
 

5’ TGAACTTGTCTCCGCAACGA 
3’ 
 

Genotyping 

MYB70 5’ 
GGCGGAGGAAGATGATACGA 
3’ 

5’ ACAACTCTGCCCTTCCTCTC 
3’ 

Q-PCR 

DWF4 5’ 
GGTGGAAAGTGTTACCGGTG 
3’ 

5’ TCCTCCAAACGGCATGTAGT 
3’ 

Q-PCR 

CPD 5’ TCTCCCTCTCTTCTCCACCA 
3’ 

5’ 
GCGACAAGTAAAGCCACCAA 
3’ 

Q-PCR 

EXPA8 5’GTTTTACGGCGGCGAAGATG 
3’ 
 

5’CCACCTCGGGTCATCGTTAC 
3’ 
 

Q-PCR 

WRKY15 5’GGCGGAGGAAGATGATACG
A 3’ 
 

5’ 
ACAACTCTGCCCTTCCTCTC3’ 

Q-PCR 

IAA16 5’ 5’ Q-PCR 



TGCTTGTAGGAGACGTACCG3’ 
 

CAACCGATCGAAACAGGCTT3’ 
 

EXPA4 5’ 
AACTCCCTGAATCAGCCACA3’ 

5’ 
CCTTCGCCTTATCCGCAAAA3’ 

Q-PCR 

SPIL3 5’ 
TGCCTCCTCCATGCATGTTA3’ 

5’ 
TGGGCTTATACGGGCTTTGA3’ 

Q-PCR 

PPCK1 5’ 
AGGAGTGTCGGGCATGTAAA3’ 
 

5’ 
CATCGCCAAACTCAGAAGCA3’ 

Q-PCR 

WAKL2 5’ 
AAGCTCCCGTAACTTCCTCC3’ 

5’ 
ATACCCGCCATAACAGCCTT3’ 

Q-PCR 

At5G66310 5’ 
GGCCATCTGATGCTTCTGTG3’ 

5’ 
TTGCTGCGTCCTTGAAACTC3’ 
 

Q-PCR 

At3G03840 5’ 
TTGCAGTGTACGTAGGGGAG3
’ 

5’ 
TCTTCAGGACAAGGGATCGT3’ 

Q-PCR 

At4G14500 5’ 
GGCCTTCACTCTGGGATCAT3’ 
 

5’ 
AACCACATGCCCTTCTCAGA3’ 

Q-PCR 

At1G32900 5’ 
GCTGGTAAGATTGTGTGTGAG 
 

5’ 
CACAACACAAGTGTCCCAAG 

Q-PCR 

 
Table S1: List of primers used in the study, Related to STAR methods 
  



 
 

 
 
Table S2: List of constructs used in the study, Related to STAR Methods 
 
 

 

Genes Constructs Vectors Experiment 
BZR1 BZR1:GFP pEG103 Co-IP/Confocal 
BZR12K/R BZR12K/R:GFP pEG103 Co-IP/Confocal 
proBZR1::BZR1 BZR1:GFP pMDC107 Generation of 

transgenics/Confocal 
proBZR1::BZR1 
2K/R 

BZR12K/R:GFP pMDC107 Generation of 
transgenics/Confocal 

BZR1 GST:BZR1 pDEST15 In-vitro pull down assay 
BIN2 HA:BIN2 pEG201 Co-IP 
BIN2 His:BIN2 pDEST17 In-vitro pull down assay 
ULP1a HA:ULP1a pEG201 Co-IP 
ULP1a ULP1a:mcherry pMDC43 Confocal 
ULP1a His:ULP1a pDEST17 In-vitro pull down assay 
ULP1a HA:ULP1a pGWB15 Generation of transgenics 
SCE1(E2) HA:SCE1 pEG201 Co-IP 
SUMO1 His:SUMO1 pDEST17 Isopeptide cleaved SUMO 

chains 


