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Supplementary Table 1. Relevant organism classifications examined in this study

Achromobacter xylosoxidans
Aspergillus species
Burkholderia cepacia complex
Burkholderia gladioli

Candida species
Chryseobacterium species
Enterobacter cloacae
Haemophilus influenzae
Mycobacterium species
Pseudallescheria boydii
Pseudomonas aeruginosa
Scedosporium apiospermum
Scedosporium boydii

Serratia marcescens
Staphylococcus aureus
Stenotrophomonas maltophilia
Trichosporon species




Supplementary Table 2. Characteristics of control population

Sample Name | Age | Sex
Controll 53 M
Control2 35 M
Control3 50 M
Control4 21 M
Control5 35 F
Control6 21 M
Control7 35 M
Control8 36 F
Control9 38 M

Control10 46 M
Controll1 38 M
Control12 54 M




Table 3. C microbial d by cell-free DNA
CIONA Classificat
‘xylosoxidans Burkholderia cepacia complex Burkholderia gladioll Enterobacter cloacae complex species Pseudomonas aeruginosa aureus ‘maltophilia
Culture  Fractionof  Count of Culture  Fractionof  Count of Culture  Fractionof  Count of Culture  Fractionof  Count of Culture  Fractionof  Count of Culture  Fractionof  Count of Culture  Fractionof  Count of Culture  Fractionof  Count of
Specimen Total Valid Reads | _Results Reads Reads  pvalue* | Results Reads Reads pvalue | Results Reads Reads pvalue | Results Reads Reads pvale | Results Reads Reads pvalue | Results Reads Reads pvalue | Results Reads Reads pvalue | Results Reads Reads pvalue
&2 1.06€+07 o 0 o o 0 0 o 0 o o a+ 8.536-07 9 101E-12 1+ 1.04E-06 1 2.886-08 9.476-08 1
P2 1308407 0 0 7.726-08 1 0 0 0 0 154607 2 9.356-08 3+ 232607 3 1.94E-06 5.406-07 7 5.036:05 7.726-08 1
cF3 2626407 7.636-08 2 0 0 0 0 3.82608 1 4 4 3+ 6.876-07 18 112611 3+ 7.636:08 2 115607 3
cFa 2456407 0 0 0 0 0 0 0 0 0 3+ 817608 2 4+ 4.086-08 1 817608 2
cFs 7.556406 0 0 0 0 0 0 0 0 132607 1 2 0 0 2 0 0 0.00E+00 0
cF6 2916406 o 0 0 0 0 0 0 0 0 2 0 0 3.448:07 1 6.876-07 2 122606
cF7 6.526407 0 0 0 0 0 0 3.076-08 2 0 0 3.076-08 2 4+ 107607 7 4.60E-08 3
crg 4.426407 34,3+,36% 407607 18 5.296-04 0 0 0 0 2.266-08 1 0 0 0 0 2 113607 5 113607 5
i 2.68+07 0 0 0 0 0 0 0 0 0 0 2 0 0 2 149607 a 2 1.49E-07 4
cF10 1636407 0 0 0 0 0 0 0 0 123607 2 1.056-06 0 0 3+ 1.84E-07 3 34,4+%*  6.14E08 1
cF11 1948407 103607 2 0 0 0 0 0 0 0 0 5.156-08 1 2 2.066-07 a 103607 2
cF12 3.05€+07 3.286.08 1 4 4 0 0 o 0 6.56E-08 2 523604 4 5.288-07 16 227610 6.56E-08 2 6.56£-08 2
cF13 3296407 0 0 0 0 0 0 0 0 0 0 3.04£-08 1 9.12€-08 3 3.04€-08 1
cF14 2398407 167607 4 418608 1 0 0 251607 6 5.356-08 0 0 2 3.766:07 9 9.156-09 5.736:06 137 <2.206-16 418608 1
cF1s 2616407 153607 a 7.66E-08 2 297604 0 0 3.836-08 1 0 0 383608 1 1.19E-06 31 6.476-09 a 383608 1
CF16 2826407 2 6.04E-07 7 9.00E-06 7.106-08 2 0 0 1+ 213607 6 3.206-07 0 0 0 0 1.60E-06 45 217610 2 1.42€-07 4
cF17 3.09E407 3.23608 1 0 0 0 0 129607 a 6.256-05 0 0 2 0 0 2 453807 1 3.446:08 6.476-08 2
cF1g 2936407 0 0 0 0 0 0 137607 a 3.60E-05 0 0 3+ 3.766:07 1 9.40E-09 717607 2 2.086-06 3.416-08 1
cF19 3.52€407 0 0 0 0 0 0 0 0 0 0 44,3+%% 173606 61 <2.206-16 3.69E-07 13 0.00E+00 0
cF20 3.64E407 2.756-08 1 6.60E-07 2 5.206-14 5.506-08 2 <1.006-20 8.256-08 3 0 0 3.576:07 13 1.636-08 3+ 154606 56 332610 5.506-08 2
cF21 2516407 7.976-08 2 ) ) 0 0 1.206-07 3 1.396-04 ) ) 3 131606 EE} 8.66E-15 2 2.95E-06 7 211613 3+ 3.196-07 8
Controll 2916¢07 6.876-08 2 0 0 0 0 o 0 3.44E.08 1 0 Q 137607 a 6.876-08 2
Control2 2.08€407 1.92€-07 a 0 0 0 0 0 0 0 o 0 0 1.44E-07 3 9.59E-08 2
Control3 5.24E407 7.636-08 a 0 0 0 0 3.82€08 2 0 0 3.82608 2 7.63E-08 a 9.54E-08 5
Controld 3.106407 6.45E-08 2 0 0 0 0 3.22608 1 0 0 0 0 9.67E-08 3 3.22608 1
Controls 2266407 8.856-08 2 0 [ 0 0 o 0 0 [ 4.436:08 1 4.43608 1 0.00E+00 0
Controls 6416407 0 0 1.56E-08 1 0 0 1.566-08 1 0 0 0 0 3.126-08 2 0.00E+00 0
Control7 2736407 3.676-08 1 0 0 0 0 0 0 0 0 3.676-08 1 0 0 0.00E+00 0
Controlg 2.986407 0 0 0 0 0 0 0 0 0 0 3.356-08 1 134807 a 101607 3
Control9 2666407 0 0 375608 1 0 0 0 0 0 [ 0 0 150607 4 113607 3
Control10 1.86€+07 537608 1 0 0 0 0 0 0 0 0 0 0 0 0 1.07€-07 2
Control11 1.97€+07 0 0 0 0 0 0 [ 0 0 0 0 0 101€-07 2 152€-07 3
Control12 34707 [ 0 o [ 0 0 2.88E-08 1 0 [ 288608 1 2.88E-08 1 2.886-08 1

“By Grubb's Test for Outliers. Only
“*Multiple col wit

Values significant at p<6X10-4 (the Bonferonni critical value for uncorrected p=0.05) and supported by 2 or more reads are shown.
te abund: reported separated by commas.




Supplementary Table 4. Organisms identified by culture that were not recovered by cfDNA analysis

Patient |Classification(s)

CF2 10 colonies Aspergillus fumigatus , 3+ Candida albicans
CF5 4+ Haemophilus influenzae

CF7 >30 colonies Presumptive Trichosporon species

CF9 3 colonies Aspergillus fumigatus

CF10 18 colonies Aspergillus fumigatus

CF14 1 colony Aspergillus fumigatus

CF15 >30 colonies Aspergillus fumigatus

CF16 2+ Chryseobacterium species

CF17 5 colonies Pseudallescheria boydii complex

CF21 2+ Haemophilus influenzae
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