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Figure S1. LEfSe analysis between (A) dysspermatism and healthy control; (B) 

javascript:;


asthenospermia and healthy control; (C) oligoasthenospermia and healthy control based 

on LDA > 2. 

 

Table S1. Effect of Age and pH on the Discovered Biomarkers for Asthenospermia 
vs. Healthy control 

The effects of each of the two factors, i.e. Age and pH on the validated biomarkers were examined within 
each of the 2 clinical categories by the SPSS one way ANOVA test. The effect was considered significant 
if p-value < 0.05. 
 

Table S2. Effect of Age and pH on the Discovered Biomarkers for 
Asthenooligospermia vs. Healthy control 

The effects of each of the two factors, i.e. Age and pH on the validated biomarkers were examined within 
each of the 2 clinical categories by the SPSS one way ANOVA test. The effect was considered significant 
if p-value < 0.05. 
 

 Asthenospermia Healthy control 
 age pH age pH 
Propionibacterium 0.877 0.688 0.099 0.46 
Lactobacillus 0.47 0.12 0.05 0.488 
Pelomonas 0.596 0.89 0.158 0.396 
Propionibacterium acnes 0.88 0.699 0.1 0.467 

 Asthenooligospermia Healthy control 
 age pH age pH 
Propionibacterium 0.274 0.436 0.099 0.46 
Lactobacillus 0.95 0.022 0.05 0.488 
Pelomonas 0.297 0.701 0.158 0.396 
Acinetobacter 0.112 0.332 0.994 0.785 
Propionibacterium acnes 0.272 0.441 0.1 0.467 
Prevotella copri 0.184 0.841 0.17 0.143 
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