Table S1. Normalized "H-""N HSQC peak intensities of yD-crystallin titrated with ribosomes.

RESIDUE # NO 2 uM 4 uM 6 uM
RIBOSOME RIBOSOME RIBOSOME RIBOSOME
2 1.518 1.079 1.322 0.957
3 0.985 0.708 0.616 0.688
4 1.656 1.353 1.497 1.230
5 1.034 0.849 0.844 0.601
6 0.826 0.694 0.784 0.443
7 0.826 0.789 0.990 0.706
8 1.860 1.594 1.946 1.371
9 0.970 0.832 0.750 0.473
10 0.646 0.506 0.347 0.383
11 1.612 1.235 1.871 1.530
12 0.562 0.420 0.977 0.744
13 1.522 1.112 1.508 1.288
14 0.994 0.779 0.962 0.708
15 0.098 0.014 -0.052 -0.125
16 1.473 1.352 0.958 0.637
17 0.993 0.826 0.813 0.612
18 1.181 1.043 0.901 0.670
19 0.681 0.484 0.332 0.634
20 1.740 1.563 1.680 1.030
21 1.942 1.595 2.792 2.755
22 -0.130 -0.027 0.089 -0.089
23 0.873 0.852 0.802 0.642
24 0.441 0.308 0.417 -0.102
25 1.288 1.039 1.201 0.888
26 0.186 0.123 0.039 0.216
28 0.644 0.389 0.815 0.373
29 1.061 0.891 1.150 0.809
30 1.019 0.894 0.785 0.499
31 2.246 1.824 2.008 1.458
32 1.087 0.976 1.057 0.791
33 1.455 1.356 1.219 0.987
34 0.875 0.627 1.062 0.538
35 0.818 0.932 0.650 0.769
36 1.820 1.301 2.087 1.376
37 1.134 0.818 0.594 0.819
38 0.762 0.780 0.701 0.441
39 1.102 0.681 0.778 0.594
40 0.959 0.754 0.740 0.571
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