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Figure 1: Junction

(h) sec mals

1 between DHR14 and DHR14 is labeled 97 in the gel and SAXSs plot.
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Figure 2: Junction 2 between DHR14 and DHR54 is labeled 99 in the gel and SAXs plot.
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Figure 3: Junction 3 between DHR14 and DHR54 is labeled 100 in the gel and SAXs plot.
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Figure 4: Junction 4 between DHR14 and DHR71 is labeled 101 in the gel and SAXs plot.
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Figure 5: Junction 5 between DHR14 and DHR71 is labeled 102 in the gel and SAXs plot.
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Figure 6: Junction 6 between DHR14 and DHRT76 is labeled 103 in the gel and SAXs plot.
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Figure 8: Junction 8 between DHR14 and DHR79 is labeled 105 in the gel and SAXs plot.



60

40

0

cd signal (mdeg)
-20

-40

Figure 9: Junction 9 between DHR14 and DHR79 is labeled 106 in the gel and SAXs plot.
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Figure 10: Junction 10 between DHR14 and DHR79 is labeled 107 in the gel and SAXs plot.

10



(a) protein

108TJ_H

< s e
g 4 FoXs
sl ]
3 . o 4+ -
T T
. g
8 A g 3t ]
8 :
1 T il
1 - 1k 4
gl .
' 0 5 10 15 20 0 ) 0.05 0.1 0.15 02 0.25 03 035
ms
a
(b) funnel (c) scattering profiles

ol
| 25°C
W 95°C =8
o B 25°Cafter95°C |
~ —_
5 5
3 8
£ E'
] T
5 51
5 S
B B
o
=
I
o
8]
200 210 220 230 240 250 30

wavelength(nm)

(d) cd

1.6E+007-
1.2640007

9.4E+005-

Tntensity

6.26+006-

3. 164006

25990

40 50 60 70
temp

(e) tempscan

0.8 1.0

0.6

absorbance norm
0.4

0.2

32500
Mase(Da)

(g) mass spec

64100 80000

(h) sec mals

Figure 11: Junction 11 between DHR14 and DHRT79 is labeled 108 in the gel and SAXs plot.
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Figure 12: Junction 12 between DHR14 and DHRS81 is labeled 109 in the gel and SAXs plot.
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Figure 13: Junction 13 between DHR14 and DHRS is labeled 110 in the gel and SAXs plot.
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Figure 15: Junction 15 between DHR18 and DHR14 is labeled 112 in the gel and SAXs plot.
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Figure 16: Junction 16 between DHR49 and DHR14 is labeled 113 in the gel and SAXs plot.
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Figure 17: Junction 17 between DHR40 and DHRS81 is labeled 114 in the gel and SAXs plot.
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Figure 18: Junction 18 between DHR53 and DHRT9 is labeled 115 in the gel and SAXs plot.
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Figure 19: Junction 19 between DHR54 and DH79 is labeled 116 in the gel and SAXs plot.
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Figure 20: Junction 20 between DHR79 and DHR14 is labeled 117 in the gel and SAXs plot.
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Figure 21: Junction 21 between DHR79 and DHR14 is labeled 118 in the gel and SAXs plot.
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Figure 22: Junction 22 between DHR79 and DHR54 is labeled 119 in the gel and SAXs plot.
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Figure 24: Junction 24 between DHR14 and DHR18 is labeled 121 in the gel and SAXs plot.
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Figure 27: Junction 27 between DHR14 and DHR79 is labeled 124 in the gel and SAXs plot.
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Figure 28: Junction 28 between DHR14 and DHR79 is labeled 125 in the gel and SAXs plot.
Junction 28 is likely a dimer.
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Figure 29: Junction 29 between DHR14 and DHRS is labeled 126 in the gel and SAXs plot. Junction
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29



<
%,
g
2 &
gs
3
q
8
2] -
T0 g [ 3
ms
(a) protein (b) funnel (c) scattering profiles
o
3 | 25°C
m 95°C
o @ 25°Cafter95°C =]
<] =T
g g
g g
Eg £
E ELE
g g"
7o @
B E
§ %1
0 ST e
‘ g
§

200 2lo 230 230 240 250
wavelength(nm) temp

(d) cd (e) tempscan

1.0

2.38+007

0.8

2.9E+007-

0.6

soses.1

1764007

0.4

absorbance norm

™ Lzes007

0.2

5.0E+006- o

Ty
b
0.0

S0 16300 52500 40200 64100 80800
Mass(Da)

(g) mass spec (h) sec mals

Figure 30: Junction 30 between DHR14 and DHRS is labeled 127 in the gel and SAXs plot. Junction
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Figure 31: Junction 31 between DHR14 and DHRS is labeled 128 in the gel and SAXs plot.
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Figure 32: Junction 32 between DHR49 and DHR79 is labeled 129 in the gel and SAXSs plot.
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Figure 33: Junction 33 between DHR4 and DHR64 is labeled 130 in the gel and SAXs plot.
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Figure 34: Junction 34 between DHR53 and DHR4 is labeled 131 in the gel and SAXs plot.
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