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T significant for Interaction group x sex
* increased in GHR-KO versus control
* decreased in GHR-KO versus control

+

*

D: Acylcarnitines

*

200

Relative abundance [% of WT]
3 @
o (=]

@
=]

o

P <\\o<‘r,»,\ S ooi‘; o s %@@ F PP S “@""ec’v (;\G L ,zu"”o%\: Ga /0()@ gS c 3 ,0033
v
OQ\O & 00(” i1 (5 & o SN gy O gE g d‘
o PSSR
Ioid & P
[¥)

E: Biogenic Amines

S ¢° © 9O (¥

=
=

Relative abundance [% of WT]
o
o

,_; (\ & & Q ( \ \‘ x)\
S 4/ & F \?6 § \’5\ 0 T ?‘ f\> \0
¥ R g N R § s ?\ ~
N T Q 7 c.,Q & \m

Supplementary Figure 1: Relative abundance changes of metabolites in GHR-KO and control serum
samples. Graphs show the relative abundances of amino acids (A), metabolic indicators (B), lipids (C),
acylcarnitines (D), and biogenic amines (E) determined by targeted metabolomics. The dashed line
indicates the mean abundance of the control samples, bars show the mean relative abundance in GHR-
KO samples. Error bars represent the standard error of the mean (SEM).
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Supplementary Figure 2: GO-Analysis of the 3232 detected protein families (see also Supplementary
Table 1A) measured with QExactive (Thermo Scientific) using PANTHER (pantherdb.org).
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Supplementary Figure 3: Relative abundance changes of metabolites in GHR-KO vs. control liver tissue.
Graphs show the relative abundances of amino acids (A), metabolic indicators (B), lipids (C),
acylcarnitines (D), and biogenic amines (E) determined by targeted metabolomics. The dashed line
indicates the mean abundance of the control samples, bars show the mean relative abundance in GHR-
KO samples. Error bars represent the standard error of the mean (SEM).



