Amino acid position 15t -150t
1 MRSLIYELLEVEVLPILSLPCDVIRCSANTINERREESRENVCAPAVVVLGGYLPIGENQGVNSTWYCAGCHPTASGVHGIELSHIRGGHGEFEIGISCEPFDPSGYCLY LHRATNGNTNATARLRICCEFPSIKTLGPTANNDVTTGRNCLE
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Amino acid position 1515t -300t
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Amino acid position 301st -450t

1 FESENGTIDGVCNGAAVCRAPEALRENVDDTSVILAEGSIVLHTALGTNESEVCSNSSDPHLATEAIPLGATRVPYYCEFLRVDTYNSTVYRFLAVLHPTVREIVITRYGDVYVNGLGY LHLGLLDAVTINFTGHGTDODDVPGEWTIASTN
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Amino acid position 6015t -750t

1 ASACTIDLEGYPEFGSGVRFTSLYEQFTRGELITGTPRPLEGVIDVSEMTLDVCTRYTIYGERGEGIITLTNSSELAGVYYTSDSGELLAERNVISGAVISVIPCSESEQAAYVDDDIVGIISSLSSSTENSTRELPGEFYHSNDGSNCT

Amino acid position 7515t -900t

1 [EPVLVYSNIGVCRSGSIGYVPSCSGOVRIAPTVIGNISIPTNEFSMEIRTEYLCLYNTPVSVDCATYVCNGNSRCRCLLTCY TAACRTIESALCLSARLESVEVNSMLTISEEALCLATISSENGDGYNETNVLGVSVYEPASCGRVVHRRS




Amino acid position 9015t -1050t
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Amino acid position 1051St -1200th
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Amino acid position 12015t -1350t
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Amino acid position 13515t -1392nd 1. TH1 NPPEDO0108 KC764953 21 USA USA/Ohi069/2013 K J645665
1 VECCISTGCCGCCGCCCACESGCCRGPRLEPYERFEEKVHVEY 2 THl P1314_VCF_071401A KX981897 22 USA USA/OhIOGO/2013 KJ645657
e 3. TH2 P1414-SPF-071403A KX981898 23. Japan MIE-1/JPN/2014 L C063827
S 4. Korea KNU-0902 GU180145 24. Korea KUIDL-PED-2014-002 KJ588063
S 5. Korea KDGGLOYO K.J857466 25. Korea KUIDL-PED-2014-007 KJ588062
BliiioiiiliiiiliSiiiiiiiiiiiilii . 6. China CNU-091222-01 IJN184634 26. USA USA/Indiana/17846/2013 KF452323
0 101IIIIIIIIIII NG 7. China CNU-091222-02 JN184635 27. USA 1SU13-19338E-IN-homogenate KF650370
LI 8. TH4 CBR1 KR610993 28. USA PC21A KR078299
RO ORI 9. Vietnam VN/JFP1013_1/2013/Vinh KJ960178 29. TH3 PXX11-SBF-021102A KX981899
i 10. TH4 CBR2 KR610994 30. TH5 EAS1 KR610991
[T rerenn e Vomunnn v 11. Vietnam VN/VAP1113 1/2013/Vung KJ960179 31. Korea DR13 DQ862099
19 womomas ZIZIIIIIZIIZZZIIZvZZIIZII: 12. Vietnam VN/KCHY-310113/2013/KhoaiChau KJ960180 32. UK Br1/87 225483
ISt S 13. China CH/GXNN/2012 JX018179 33. Belgium CV777 AF353511
§§ ;;;:;;;;;;::;;;:;;;;:;;:;;;:;;;;;3;;;;:;;* 14. China GDU KU985230 34. TH2 PXX08-SPF-020801A KY000559
i 15. China GD-A JX112709
iy 16. China GD-1 JX647847
B lIneimnninEina 17. TH6 P1915-NPF-071511A KXX981300
30 <eeeeniiialilllelIIIIIITIIIIIIIIIIIINN . 18. Japan N1G-1/JPN/2014 LC063830
B e 19. Japan GNM-2/JPN/2014 LC063829

S LIocLlALSLIESIETv.ELLLLLLIIIIIIIIIIIIIIL 20. USA USA/Ohio75/2013 KJ645670



