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Supplementary Fig. 1 | Signalling molecules downstream of MITF. Colour code: 

green: pro-proliferation; pink: pro-invasiveness; brown: mixed function; orange: 

resistance to targeted therapy/immunotherapy; yellow: anti-resistance; blue: pro-

immune response; grey: not related to above-mentioned functions. Font colour: role 

of the molecule as a whole. Shadow colour: particular role of the molecule under 

certain specific setting. Numbers refer to references in supplementary data. 
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Supplementary Fig. 2 | MITF regulatory network. Colour code: green: pro-MITF; 

pink: anti-MITF; brown: mixed function. Font colour: role (pro-MITF versus anti-MITF 

versus mixed function) of the molecule as a whole. Shadow colour: particular role of 

the molecule under certain specific setting. Numbers refer to references in 

supplementary data. 
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