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ArcA
ILGLEIGADDYITKPFNPR

y172*-NHj, ys*

630.33929
227b127674 2 y7' ye
: Yis 850 48036 972-56891
by b 747.37628 ©°7- .
284.19833 526.32788  yu?* y1a** V17 1010.03619 Yio*
1 ' 683.34705 803.91888 953.49597 1250.65479 yis*
1 v yo' oy |ysNH |y, Aoy S ynt 149374792 )
. 272.17340 ", 568.32111" y12 yi2? , .~ 1135.62659 4 1365.69055 Vi
g . ve| v v | a0 Vi | ; vy | yng 160683105
| 1d )y Jlan |l A L | ' | | ol R B
200 400 600 800 1000 1200 1400 1600

m/z



Intensity [counts] (1073)

400 -
300 ~
200 +

100

Two-component system response regulator
BaeR
TLASQPGNVEFSR

m/z

y7*
776.40845
| yr-NHs M+2H+H
] 158.09306 [Mr2H ]+ )
by* 639.32062 y7*-NH; ys™-NHj3
X . 759.38177  887.44110 .
21519997 y7 ys-H:0  b-NH,, [M+2H]2-H fo Y10
’ 388.70740 443.73212 638.31543 ' ; Yo 1062.53687
by / yer / 991.49982 o
286.17731 P42 | 3/ a QT yio'-H,
yi .- 904.46698 .
y¢ | 40922180 50808949 | Ve od . yeety YN 104452600
|| I I| 1 i'|l ‘‘‘‘‘‘ l: e T + | l T J.I ,‘-. | ............................
200 400 600 800 1000



Intensity [counts] (1073)

Two-component system response regulator
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Two-component system response regulator
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Hcpl family Type VI secretion system effector
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Type VI secretion system ATPase TssH
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Type VI secretion system ATPase TssH
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Type VI secretion system ATPase TssH
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