Supplementary Figure 1 PRISMA flow diagram of study inclusion
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Supplementary Figure 2 Forest plot of sensitivity and specificity for evaluations of all other identified apps

Uncertain availability - all thresholds - accuracy compared to histology with or without follow-up
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Uncertain availability - all thresholds - accuracy compared to expert recommendation for further investigation/intervention
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Unidentified apps - all thresholds - accuracy compared to histology with or without follow-up
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Where possible, data are presented considering only high risk results as test positive, and also considering both high and moderate risk results as test positive.

Spotmole (direct) — uses images taken from within the app; Spotmole (indirect) — uploads images from the smartphone photo library; FN — false negative, FP — false positive, H — high risk, L —

low risk, M —moderate risk, TN —true negative, TP — true positive



